Table S1 A summary of mutations induced by gamma rays in rice
	No
	Name of mutant line or allele
	Locus number (RAP-DB /IRGSP)
	Mutation type
	Size
	Reference

	1. 
	slr1-1
	Os03g0707600
	deletion
	1 bp
	Ikeda et al. (2001)

	2. 
	GA20ox-2 (Calrose 76)
	Os01g0883800
	substitution
	1 bp
	Ashikari et al. (2002)

	3. 
	GA20ox-2 (Remei)
	Os01g0883800
	substitution
	1 bp
	Ashikari et al. (2002)

	4. 
	phyB-1(elc-1)
	Os03g0309200
	insertion
	1 bp
	Takano et al. (2005)

	5. 
	phyB-2(elc-2)
	Os03g0309200
	deletion
	11 bp
	Takano et al. (2005)

	6. 
	phyB-3(elc-3)
	Os03g0309200
	deletion
	33 bp
	Takano et al. (2005)

	7. 
	phyB-4(elc-4)
	Os03g0309200
	deletion
	10 bp
	Takano et al. (2005)

	8. 
	phyB-5*elc-5)
	Os03g0309200
	deletion
	8 bp
	Takano et al. (2005)

	9. 
	m8077s (bela )
	Os03g0760200
	deletion
	1 bp
	Pan et al. (2006)

	10. 
	norin8m (belb)
	Os03g0760200
	deletion
	1 bp
	Pan et al. (2006)

	11. 
	wx(M-23)
	Os06g0133000
	substitution
	1 bp
	Sato et al. (2006)

	12. 
	wx(M-94)
	Os06g0133000
	substitution
	1 bp
	Sato et al. (2006)

	13. 
	wx(M-310)
	Os06g0133000
	substitution
	1 bp
	Sato et al. (2006)

	14. 
	wx(M-426)
	Os06g0133000
	substitution
	1 bp
	Sato et al. (2006)

	15. 
	wx(M-211)
	Os06g0133000
	deletion 
	2 bp
	Sato et al. (2006)

	16. 
	wx(M-301)
	Os06g0133000
	deletion 
	2 bp
	Sato et al. (2006)

	17. 
	lsi1
	Os02g0745100
	substitution
	1 bp 
	Ma et al. (2006)

	18. 
	Bc7(t)
	unknown
	deletion 
	7 bp
	Yan et al. (2007)

	19. 
	KBNT lpa1-1
	Os02g0819400
	substitution
	1 bp 
	Kim et al. (2008)

	20. 
	Os-lpa-XQZ-1
	Os02g0819400
	deletion
	1.4 kbp
	Zhao et al. (2008)

	21. 
	lsi2
	Os03g0107300 
	deletion
	15 bp
	Huang et al. (2009)

	22. 
	star1/als1 
	Os06g0695800
	deletion
	15 bp
	Huang et al. (2009)

	23. 
	cao-g1
	Os10g0568000
	deletion
	1bp
	Morita et al. (2009a)

	24. 
	cao-g2
	Os10g0568000
	deletion
	3 bp
	Morita et al. (2009a)

	25. 
	cps-g1
	Os02g0278700
	deletion
	1 bp
	Morita et al. (2009a)

	26. 
	ga3ox-g1
	Os01g0177400
	deletion
	1 bp
	Morita et al. (2009a)

	27. 
	ga3ox-g2
	Os01g0177400
	deletion
	3 bp
	Morita et al. (2009a)

	28. 
	gid1-g1
	Os05g0407500
	deletion
	1 bp
	Morita et al. (2009a)

	29. 
	gid2-g1
	Os02g0580300
	deletion
	42.2 kbp
	Morita et al. (2009a)

	30. 
	glb1
	Os05g0499100
	deletion
	62.8 kbp
	Morita et al. (2009a)

	31. 
	glu1
	Os02g0268300
	deletion
	129.7 kbp
	Morita et al. (2009a)

	32. 
	gluA1-g1
	Os01g0762500
	deletion
	1bp
	Morita et al. (2009a)

	33. 
	gluA2-g1
	Os10g0400200
	deletion
	1bp
	Morita et al. (2009a)

	34. 
	gluA2-g2
	Os10g0400200
	substitution
	1bp
	Morita et al. (2009a)

	35. 
	kao-g1
	Os060110000
	deletion
	4 bp
	Morita et al. (2009a)

	36. 
	kao-g2
	Os060110000
	deletion
	16 bp
	Morita et al. (2009a)

	37. 
	pla1-g1
	Os10g0403000
	deletion
	5 bp
	Morita et al. (2009a)

	38. 
	pla1-g2
	Os10g0403000
	substitution
	Single base
	Morita et al. (2009a)

	39. 
	pla2-g1
	Os01g0907900
	deletion
	5 bp
	Morita et al. (2009a)

	40. 
	pla2-g2
	Os01g0907900
	Deletion/inversion
	3.2 Mbp
	Morita et al. (2009a)

	41. 
	wx-g1
	Os06g0133000
	deletion
	2 bp
	Morita et al. (2009a)

	42. 
	wx-g2
	Os06g0133000
	deletion
	5bp
	Morita et al. (2009a)

	43. 
	wx-g3
	Os06g0133000
	deletion
	6 bp
	Morita et al. (2009a)

	44. 
	wx-g4
	Os06g0133000
	deletion
	9.4 kbp
	Morita et al. (2009a)

	45. 
	wx-g5
	Os06g0133000
	substitution
	Single base 
	Morita et al. (2009a)

	46. 
	wx-g6
	Os06g0133000
	Deletion/inversion
	1.2 Mbp
	Morita et al. (2009a)

	47. 
	nol-1
	Os01g0227100
	deletion
	5 bp
	Sato et al. (2009)

	48. 
	nol-2
	Os01g0227100
	deletion
	14 kbp
	Sato et al. (2009)

	49. 
	Nyc3-1
	Os06g0354700
	Inversion
	inversion
	Morita et al. (2009b)

	50. 
	dwarf 62
	Os06g0127800
	deletion
	2 bp
	Li et al. (2010)

	51. 
	Os-lpa-XS110-2
	Os03g0142800
	substitution
	1 bp
	Xu et al. (2010)

	52. 
	Os-lpa-XS110-3
	Os03g0142800
	deletion
	5 bp
	Xu et al. (2010)

	53. 
	OASA1
	Os03g0826500
	substitution
	3 bp
	Chun et al. (2012)

	54. 
	esp1
	Os05g0513350
	deletion
	260kb
	Duan et al. (2012)

	55. 
	fzp-10
	Os07g0669500
	deletion
	1 bp
	Kato & Horibata (2012)

	56. 
	jiazhe mb
	Os03g0760200
	deletion
	1 bp
	Wang et al. (2012) 

	57. 
	gz m1s 
	Os03g0760200
	deletion
	2 bp
	Wang et al. (2012) 

	58. 
	gz m2s
	Os03g0760200
	deletion
	11 bp
	Wang et al. (2012) 

	59. 
	pd2
	Os09g244800
	deletion
	82 kb
	Yang et al. (2012)

	60. 
	tri1
	Os01g0726400
	deletion
	1 bp
	Feng et al. (2013a)

	61. 
	CYP78A11
	Os10g0403000
	deletion
	1 bp 
	Feng et al. (2013b)

	62. 
	gsor23 (OsCCD8)
	Os01g0746400
	deletion
	1 bp 
	Yuan et al. (2013)

	63. 
	OsDFR2
	Os09g0493500
	deletion
	1 bp 
	Shirasawa et al. (2013)

	64. 
	Os-lpa-MH86-1
	LOC_04g55800
	deletion
	1 bp 
	Tan et al. (2013)

	65. 
	Os-lpa-Z9B-1
	LOC_04g55800
	deletion
	6 bp 
	Tan et al. (2013)

	66. 
	Os-lpa-XS110-1
	Os03g0737701
	Insertion
	~7.0 kbp
	Zhao et al (2013)


1: The mutations characterized by Chun et al. (2012) for the OASA1 gene were not included in this table because they were identified in regenerated plants after in vitro mutagenesis together with gamma radiation, which made it difficult to determine their true origin: somaclonal variation or radiation induced mutations.
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Figure S1 Profiles of mutations induced by different chemical mutagens reported in different plant species. Data sources: [1]Greene et al. (2003); [2]Martin et al. 2009; [3]Till et al. (2007); [4]Suzuki et al. (2008); [5]Rawat et al. (2012); [6]Kumar et al. (2013); [7]Talame et al. (2008); [8]Gottwald et al. (2009); [9] Cooper et al. (2008); [10] Uauy et al. (2009); [11] Wang et al. (2005); [12] Harloff et al. (2012); [13] Dong et al. (2009); [14] Chen et al. (2012); [15] Chawade et al. 2010; [16] Jankowicz-Cieslak et al. (2012). 

