	id
	MeanCon
	MeanMSEW
	log2FoldChange
	pval
	padj
	Chr
	Start
	End
	Strand
	GeneID
	GeneName

	chr7:85721603-85724546
	26.75
	5.5
	-2.28204
	1.22E-07
	0.001115
	chr7
	85723716
	85723716
	+
	ENSMUSG00000052629
	Gm9885

	chr11:80290376-80293786
	27.5
	6.25
	-2.1375
	3.15E-07
	0.001115
	chr11
	80290548
	80290548
	+
	ENSMUSG00000048895
	Cdk5r1

	chr7:17506435-17510097
	31.75
	8.25
	-1.94429
	4.36E-07
	0.001115
	chr7
	17500728
	17509190
	-
	ENSMUSG00000019370
	Calm3

	chr6:113025731-113028226
	31
	8
	-1.9542
	4.55E-07
	0.001115
	chr6
	1.13E+08
	1.13E+08
	+
	ENSMUSG00000034269
	Setd5

	chr4:155265033-155267938
	33
	9
	-1.87447
	5.18E-07
	0.001115
	chr4
	1.55E+08
	1.55E+08
	+
	ENSMUSG00000029033
	Acap3

	chr12:8504846-8507546
	43.25
	14.25
	-1.60174
	7.37E-07
	0.001323
	chr12
	8504569
	8504569
	-
	ENSMUSG00000054364
	Rhob

	chr4:154334537-154336059
	15.75
	2
	-2.97728
	9.34E-07
	0.001438
	chr4
	1.54E+08
	1.54E+08
	+
	ENSMUSG00000048001
	Hes5

	chr2:121119840-121123008
	32.5
	9.5
	-1.77444
	1.72E-06
	0.001908
	chr2
	1.21E+08
	1.21E+08
	+
	ENSMUSG00000027254
	Mtap1a

	chr7:134027489-134028915
	14.5
	1.75
	-3.05063
	1.78E-06
	0.001908
	chr7
	1.34E+08
	1.34E+08
	-
	ENSMUSG00000059981
	Taok2

	chr16:4963575-4965401
	18.5
	3.25
	-2.50901
	1.88E-06
	0.001908
	chr16
	4941420
	4964213
	-
	ENSMUSG00000022515
	Anks3

	chr8:82162319-82164523
	26
	6.5
	-2
	1.98E-06
	0.001908
	chr8
	82163517
	82196667
	+
	ENSMUSG00000036990
	Otud4

	chr3:88753254-88755187
	27
	7
	-1.94753
	2.13E-06
	0.001908
	chr3
	88724725
	88753790
	-
	ENSMUSG00000068921
	Dap3

	chr5:93520848-93523495
	25.75
	6.5
	-1.98606
	2.46E-06
	0.002041
	chr5
	93522483
	93600365
	+
	ENSMUSG00000058013
	41163

	chr13:8869362-8871227
	21.5
	4.75
	-2.17834
	3.43E-06
	0.002642
	chr13
	8802214
	8870729
	-
	ENSMUSG00000021147
	Wdr37

	chr11:77795140-77798484
	32.5
	10
	-1.70044
	3.69E-06
	0.002653
	chr11
	77796256
	77839440
	+
	ENSMUSG00000037791
	Phf12

	chr6:124865901-124868729
	27.75
	7.75
	-1.84022
	4.26E-06
	0.002865
	chr6
	1.25E+08
	1.25E+08
	+
	ENSMUSG00000055818
	A230083G16Rik

	chr3:96049095-96050972
	28.5
	8
	-1.83289
	4.79E-06
	0.003034
	chr3
	96049461
	96049461
	+
	ENSMUSG00000063954
	Hist2h2aa1

	chr2:180435631-180437152
	15
	2.25
	-2.73697
	5.25E-06
	0.00314
	chr2
	1.8E+08
	1.8E+08
	-
	ENSMUSG00000038914
	Dido1

	chr2:3249383-3250782
	14.75
	2.25
	-2.71272
	9.00E-06
	0.004979
	chr2
	3246221
	3249799
	-
	ENSMUSG00000049950
	Rpp38

	chr9:90008242-90010413
	28.25
	8.5
	-1.73272
	9.62E-06
	0.004979
	chr9
	89986509
	90009374
	-
	ENSMUSG00000062270
	Morf4l1

	chr17:84585223-84588070
	22
	5.5
	-2
	1.02E-05
	0.004979
	chr17
	84583271
	84586984
	-
	ENSMUSG00000045817
	Zfp36l2

	chr9:100542949-100545065
	22
	5.5
	-2
	1.02E-05
	0.004979
	chr9
	1.01E+08
	1.01E+08
	+
	ENSMUSG00000037286
	Stag1

	chr11:94409500-94410992
	19.75
	4.5
	-2.13386
	1.08E-05
	0.005052
	chr11
	94401112
	94410297
	-
	ENSMUSG00000039096
	Rsad1

	chr8:119780023-119782605
	25.5
	7.25
	-1.81444
	1.16E-05
	0.005208
	chr8
	1.2E+08
	1.2E+08
	+
	ENSMUSG00000034390
	4933407C03Rik

	chr14:71024574-71028852
	26.75
	8
	-1.74147
	1.43E-05
	0.005843
	chr14
	71001070
	71026546
	-
	ENSMUSG00000022099
	Epb4.9

	chr1:164406523-164408504
	20.5
	5
	-2.03562
	1.50E-05
	0.005843
	chr1
	1.64E+08
	1.64E+08
	+
	ENSMUSG00000066752
	Gm10176

	chr12:70269297-70270251
	9.75
	0.75
	-3.70044
	1.55E-05
	0.005843
	chr12
	70269801
	70279567
	+
	ENSMUSG00000034883
	Lrr1

	chr17:87424091-87425402
	18.25
	4
	-2.18982
	1.56E-05
	0.005843
	chr17
	87424890
	87434318
	+
	ENSMUSG00000024146
	Cript

	chr2:152221045-152225221
	38
	14
	-1.44057
	1.57E-05
	0.005843
	chr2
	1.52E+08
	1.52E+08
	-
	ENSMUSG00000051817
	Sox12

	chr11:3188922-3191993
	34.75
	10.25
	-1.76139
	1.70E-05
	0.006019
	chr11
	3189996
	3194459
	+
	ENSMUSG00000020453
	Patz1

	chr10:80084721-80086805
	27
	8.25
	-1.71049
	1.73E-05
	0.006019
	chr10
	80085525
	80102767
	+
	ENSMUSG00000003345
	Csnk1g2

	chr17:34254864-34260322
	61
	27.25
	-1.16255
	1.81E-05
	0.006098
	chr17
	34248965
	34257140
	-
	ENSMUSG00000024335
	Brd2

	chr4:154864730-154866852
	20.75
	5.25
	-1.98272
	1.95E-05
	0.00619
	chr4
	1.55E+08
	1.55E+08
	+
	ENSMUSG00000029064
	Gnb1

	chr5:117565025-117566394
	14.5
	2.5
	-2.53605
	1.95E-05
	0.00619
	chr5
	1.18E+08
	1.18E+08
	-
	ENSMUSG00000066900
	Suds3

	chr4:126429358-126431465
	22.75
	6.25
	-1.86394
	2.10E-05
	0.006394
	chr4
	1.26E+08
	1.26E+08
	+
	ENSMUSG00000028830
	AU040320

	chr8:75875955-75878405
	23.75
	6.75
	-1.81497
	2.14E-05
	0.006394
	chr8
	75338498
	75876365
	-
	ENSMUSG00000004383
	Large

	chrX:68302706-68305794
	19
	4.5
	-2.078
	2.22E-05
	0.006459
	chrX
	68303431
	68407052
	+
	ENSMUSG00000059401
	Mamld1

	chr4:46463318-46465666
	21
	4.25
	-2.30485
	2.33E-05
	0.006551
	chr4
	46463774
	46484959
	+
	ENSMUSG00000028333
	Anp32b

	chr4:134470347-134471770
	10.25
	1
	-3.35755
	2.37E-05
	0.006551
	chr4
	1.34E+08
	1.34E+08
	-
	ENSMUSG00000028822
	Tmem50a

	chr3:107261135-107262880
	16.5
	3.5
	-2.23704
	2.92E-05
	0.007853
	chr3
	1.07E+08
	1.07E+08
	-
	ENSMUSG00000027895
	Kcnc4

	chr7:26032803-26036743
	35
	13
	-1.42884
	3.32E-05
	0.008445
	chr7
	26027580
	26035598
	-
	ENSMUSG00000040857
	Erf

	chr8:81551584-81555049
	28.5
	9.5
	-1.58496
	3.43E-05
	0.008445
	chr8
	81552336
	81594270
	+
	ENSMUSG00000071064
	Zfp827

	chr5:4103769-4105204
	18
	4.25
	-2.08246
	3.44E-05
	0.008445
	chr5
	4081145
	4104134
	-
	ENSMUSG00000001467
	Cyp51

	chr5:121901633-121903890
	27.5
	9
	-1.61143
	3.57E-05
	0.008445
	chr5
	1.22E+08
	1.22E+08
	+
	ENSMUSG00000029452
	Tmem116

	chr12:88222927-88226122
	37.5
	13.75
	-1.44746
	3.65E-05
	0.008445
	chr12
	88221653
	88221653
	-
	ENSMUSG00000034168
	6430527G18Rik

	chr2:153354046-153355814
	19.5
	5
	-1.96347
	3.78E-05
	0.008445
	chr2
	1.53E+08
	1.53E+08
	-
	ENSMUSG00000061411
	8430427H17Rik

	chr17:57170108-57171343
	12
	1.75
	-2.77761
	3.86E-05
	0.008445
	chr17
	57160481
	57170571
	-
	ENSMUSG00000007670
	Khsrp

	chr16:8829327-8831664
	25
	7.75
	-1.68966
	3.86E-05
	0.008445
	chr16
	8830193
	8855887
	+
	ENSMUSG00000022507
	1810013L24Rik

	chr1:52288787-52290901
	21
	5.75
	-1.86876
	3.95E-05
	0.008445
	chr1
	52220292
	52289436
	-
	ENSMUSG00000026103
	Gls

	chr18:32536263-32538620
	23
	6.75
	-1.76867
	3.99E-05
	0.008445
	chr18
	32536871
	32594789
	+
	ENSMUSG00000024381
	Bin1

	chr1:154801951-154803696
	16.75
	3.75
	-2.1592
	4.00E-05
	0.008445
	chr1
	1.55E+08
	1.55E+08
	+
	ENSMUSG00000042751
	Nmnat2

	chr10:82085177-82086408
	17.25
	4
	-2.10852
	4.20E-05
	0.008704
	chr10
	82082596
	82085453
	-
	ENSMUSG00000063320
	1190007I07Rik

	chr4:151850314-151852664
	32.75
	12
	-1.44846
	4.42E-05
	0.008839
	chr4
	1.52E+08
	1.52E+08
	+
	ENSMUSG00000039577
	Nphp4

	chr11:98655818-98658575
	30.25
	8.5
	-1.8314
	4.43E-05
	0.008839
	chr11
	98656830
	98666656
	+
	ENSMUSG00000052915
	Msl1

	chr17:56723253-56725072
	24.75
	7.75
	-1.67516
	4.70E-05
	0.008862
	chr17
	56724405
	56745399
	+
	ENSMUSG00000071054
	Safb

	chr17:24304988-24306936
	24.25
	7.5
	-1.69302
	4.76E-05
	0.008862
	chr17
	24300833
	24306151
	-
	ENSMUSG00000024121
	Atp6v0c

	chr11:97563232-97564942
	19.75
	5.25
	-1.91146
	4.83E-05
	0.008862
	chr11
	97564713
	97574707
	+
	ENSMUSG00000069744
	Psmb3

	chr3:101407349-101409171
	19.75
	5.25
	-1.91146
	4.83E-05
	0.008862
	chr3
	1.01E+08
	1.01E+08
	-
	ENSMUSG00000033161
	Atp1a1

	chr19:27290963-27293558
	22.75
	6.75
	-1.75291
	4.90E-05
	0.008862
	chr19
	27291510
	27309280
	+
	ENSMUSG00000024924
	Vldlr

	chr10:80118577-80120182
	21.25
	6
	-1.82443
	4.94E-05
	0.008862
	chr10
	80105362
	80118875
	-
	ENSMUSG00000003344
	Btbd2

	chr1:155178999-155180944
	23.25
	6
	-1.9542
	5.51E-05
	0.009003
	chr1
	1.55E+08
	1.55E+08
	-
	ENSMUSG00000026478
	Lamc1

	chr11:48629267-48631187
	25.5
	8.25
	-1.62803
	5.51E-05
	0.009003
	chr11
	48619906
	48629345
	-
	ENSMUSG00000040365
	Trim41

	chr9:62188450-62192913
	42.5
	17.75
	-1.25964
	5.52E-05
	0.009003
	chr9
	62189136
	62225361
	+
	ENSMUSG00000032249
	Anp32a

	chr14:73542300-73543920
	17.5
	4.25
	-2.04182
	5.57E-05
	0.009003
	chr14
	73542343
	73564491
	+
	ENSMUSG00000022106
	Rcbtb2

	chr2:76244022-76245677
	17.5
	4.25
	-2.04182
	5.57E-05
	0.009003
	chr2
	76244595
	76433931
	+
	ENSMUSG00000042359
	Osbpl6

	chr9:85642087-85643581
	17.5
	4.25
	-2.04182
	5.57E-05
	0.009003
	chr9
	85581397
	85642738
	-
	ENSMUSG00000035941
	Ibtk

	chr3:97671240-97672293
	8
	0.5
	-4
	5.60E-05
	0.009003
	chr3
	97550616
	97671828
	-
	ENSMUSG00000038170
	Pde4dip

	chr7:52103300-52106122
	38.5
	15.5
	-1.31259
	5.87E-05
	0.009188
	chr7
	52104361
	52109962
	+
	ENSMUSG00000011096
	Akt1s1

	chr17:34167410-34169598
	23.5
	7.25
	-1.69661
	5.88E-05
	0.009188
	chr17
	34168757
	34174329
	+
	ENSMUSG00000039656
	Rxrb

	chr2:167013818-167016270
	20.5
	5.75
	-1.83399
	6.11E-05
	0.009233
	chr2
	1.67E+08
	1.67E+08
	-
	ENSMUSG00000050556
	Kcnb1

	chr13:42146366-42148561
	21
	6
	-1.80735
	6.11E-05
	0.009233
	chr13
	42147390
	42278761
	+
	ENSMUSG00000021366
	Hivep1

	chr17:42452785-42454093
	12.25
	2
	-2.61471
	6.17E-05
	0.009233
	chr17
	42452896
	42639231
	+
	ENSMUSG00000042256
	3110082D06Rik

	chr2:120434495-120435790
	15.75
	3.5
	-2.16993
	6.27E-05
	0.009247
	chr2
	1.2E+08
	1.2E+08
	+
	ENSMUSG00000027285
	Haus2

	chr8:113369847-113371395
	16.25
	3.75
	-2.11548
	6.58E-05
	0.009354
	chr8
	1.13E+08
	1.13E+08
	+
	ENSMUSG00000031753
	Cog4

	chr3:52072033-52073608
	14
	2.75
	-2.34792
	6.60E-05
	0.009354
	chr3
	52072259
	52150918
	+
	ENSMUSG00000044167
	Foxo1

	chr7:134005145-134006576
	14
	2.75
	-2.34792
	6.60E-05
	0.009354
	chr7
	1.34E+08
	1.34E+08
	+
	ENSMUSG00000042606
	Hirip3

	chr19:46391371-46393343
	16.75
	4
	-2.06609
	6.85E-05
	0.009581
	chr19
	46386577
	46392144
	-
	ENSMUSG00000037126
	Psd

	chr1:154748382-154751095
	24.25
	7.75
	-1.64572
	6.94E-05
	0.009584
	chr1
	1.55E+08
	1.55E+08
	-
	ENSMUSG00000042772
	Smg7

	chr11:72420059-72422132
	22.75
	7
	-1.70044
	7.29E-05
	0.009804
	chr11
	72420785
	72497026
	+
	ENSMUSG00000020794
	Ube2g1

	chr15:96471299-96473626
	21.25
	6.25
	-1.76553
	7.53E-05
	0.009804
	chr15
	96401849
	96471485
	-
	ENSMUSG00000023169
	Slc38a1

	chr6:125045809-125047624
	20.75
	6
	-1.79008
	7.57E-05
	0.009804
	chr6
	1.25E+08
	1.25E+08
	+
	ENSMUSG00000063870
	Chd4

	chr13:58316284-58317689
	20.25
	5.75
	-1.81629
	7.59E-05
	0.009804
	chr13
	58277524
	58316645
	-
	ENSMUSG00000005312
	Ubqln1

	chr2:146047009-146049605
	20.25
	5.75
	-1.81629
	7.59E-05
	0.009804
	chr2
	1.46E+08
	1.46E+08
	+
	ENSMUSG00000068154
	Insm1

	chr11:16951378-16953354
	15
	3.25
	-2.20645
	7.64E-05
	0.009804
	chr11
	16951589
	16954634
	+
	ENSMUSG00000044629
	Cnrip1

	chr1:178742911-178745546
	25.5
	8.5
	-1.58496
	7.86E-05
	0.009829
	chr1
	1.79E+08
	1.79E+08
	+
	ENSMUSG00000026504
	Sdccag8

	chr3:105489679-105491076
	13.25
	2.5
	-2.40599
	7.90E-05
	0.009829
	chr3
	1.05E+08
	1.05E+08
	-
	ENSMUSG00000027905
	Ddx20

	chr15:94373533-94374712
	10.75
	1.5
	-2.8413
	7.94E-05
	0.009829
	chr15
	94374074
	94397445
	+
	ENSMUSG00000059883
	Irak4
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