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Supplementary Figure S1: Dendrogram showing comparison of an 800 bp section corresponding to nt16-815 of GenBank accession number JQ914279 of the gyrB gene from clinical isolates of Ralstonia spp. compared with type and reference strains of this genus. gyrB sequences for type and/or reference strains of R. solanacearum and R. syzgii subsp. indonesiensis are not shown as these were <800 bp in length. Sequence data for the type strain of R. pseudosolanacearum was likewise not included. The evolutionary history was inferred using the Neighbor-Joining method [1]. The optimal tree with the sum of branch length = 0.187 is shown. The percentage of replicate trees in which the associated taxa clustered together in the bootstrap test (500 replicates) are shown next to the branches [2]. The tree is drawn to scale, with branch lengths in the same units as those of the evolutionary distances used to infer the phylogenetic tree. The evolutionary distances were computed using the Maximum Composite Likelihood method [3] and are in the units of the number of base substitutions per site. Evolutionary analyses were conducted in MEGA6 [4].
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