Supplementary Figure Legends

Supplementary Fig. S4. Phylogram of G. duodenalis genotypes constructed by neighbour-joining analysis, based on the nucleotide sequences of bg retrieved from this study compared with reference sequences of known assemblages from GenBank. Bootstrap values obtained from 1000 replicates are indicated on branches in percentage.

Supplementary Fig. S5. Phylogram of G. duodenalis genotypes constructed by neighbour-joining analysis, based on the nucleotide sequences of gdh retrieved from this study compared with reference sequences of known assemblages from GenBank. Bootstrap values obtained from 1000 replicates are indicated on branches in percentage.

Supplementary Fig. S6. Phylogram of G. duodenalis genotypes constructed by neighbour-joining analysis, based on the nucleotide sequences of tpi retrieved from this study compared with reference sequences of known assemblages from GenBank. Bootstrap values obtained from 1000 replicates are indicated on branches in percentage.

· Giardia infection was assessed in children and their relatives and workers of a day care in Brazil.

· Giardia was detected in 15.9% and 28.6% of the 220 samples by microscopy and PCR, respectively. 
· The analysis of sequences revealed both assemblages A (31%) and B (69%).
· Assemblage B predominance reinforces the anthroponotic transmission in collective environments.

