Supplementary Fig. S3. Multiple alignments of tpi sequences from this study with reference sequences obtained from Genbank, representing assemblages A and B (Length of compared fragments: 496 bp).
DC113            ------------------------------------------------------------

DC113F-up        ------------------------------------------------------------

DC110            ------------------------------------------------------------

AII_U57897       ------------------------------------------------------------

DC56             ------------------------------------------------------------

DC35             ------------------------------------------------------------

DC111            ------------------------------------------------------------

DC18             ------------------------------------------------------------

DC16             ------------------------------------------------------------

AI_L02120.1      GGCGCATTCCATGGATGGAGGTTCCTGTCCCGGGGGTTAAGCGATTTCTTGAGGAGGCTA

DC113            ------------------------------------------------------------

DC113F-up        ------------------------------------------------------------

DC110            ------------------------------------------------------------

AII_U57897       ------------------------------------------------------------

DC56             ------------------------------------------------------------

DC35             ------------------------------------------------------------

DC111            ------------------------------------------------------------

DC18             ------------------------------------------------------------

DC16             ------------------------------------------------------------

AI_L02120.1      TCGAGGTCCTTCATTCTCACATAGTAGATGATAACACATTAGTGCGAGTCTCGGGCCTTT

DC113            ------------------------------------------------------------

DC113F-up        ------------------------------------------------------------

DC110            ------------------------------------------------------------

AII_U57897       ------------------------------------------------------------

DC56             ------------------------------------------------------------

DC35             ------------------------------------------------------------

DC111            ------------------------------------------------------------

DC18             ------------------------------------------------------------

DC16             ------------------------------------------------------------

AI_L02120.1      CGGAGCGTCCCTTTGGGCGGTTATCCTATGACACTGTTATATCTAAAAGAATATATGCGC

DC113            ------------------------------------------------------------

DC113F-up        ------------------------------------------------------------

DC110            ------------------------------------------------------------

AII_U57897       ------------------------------------------------------------

DC56             ------------------------------------------------------------

DC35             ------------------------------------------------------------

DC111            ------------------------------------------------------------

DC18             ------------------------------------------------------------

DC16             ------------------------------------------------------------

AI_L02120.1      TAGTGCTATCTAATGACGTGCTACACTCCATAGATCTTCATACTTGTATCAGCGAATGTA

DC113            ------------------------------------------------------------

DC113F-up        ------------------------------------------------------------

DC110            ------------------------------------------------------------

AII_U57897       ---------------------------TCATGCACCGTGATTTGGACCCCGACAAGCTTC

DC56             ------------------------------------------------------------

DC35             ------------------------------------------------------------

DC111            ------------------------------------------------------------

DC18             ------------------------------------------------------------

DC16             ------------------------------------------------------------

AI_L02120.1      GTTCTGTGGTGTTTCTTCTATTCTGCTTCATGCACCGTGATTTGGACCCCGACAAGCTTC

DC113            ------------------------------------------------------------

DC113F-up        ------------------------------------------------------------

DC110            ------------------------------------------------------------

AII_U57897       TGGCACAATACAGTAATGTTATTATATTTGATATTCTTCAACCTGACTATGATCAACTCC

DC56             ------------------------------------------------------------

DC35             ------------------------------------------------------------

DC111            ------------------------------------------------------------

DC18             ------------------------------------------------------------

DC16             ------------------------------------------------------------

AI_L02120.1      TGGCACAATACAGTAATGTTATTATATTTGATATTCTTCGACCTGACTATGACCAACTCC

DC113            ------------------------------------------------------------

DC113F-up        ------------------------------------------------------------

DC110            ------------------------------------------------------------

AII_U57897       AGCACGTACTTCTTTCCATCTGCAGCTGCATTCGCTACAATGCTGAAAGCGAAAAACGCA

DC56             ------------------------------------------------------------

DC35             ------------------------------------------------------------

DC111            ------------------------------------------------------------

DC18             ------------------------------------------------------------

DC16             ------------------------------------------------------------

AI_L02120.1      AGCACGTACTTCTTTCCATCTGCAGTTGCATTCGCTACAATGCTGAAAGCGAAAAACGCA                                                                            

DC113            ------------------------------------------------------------

DC113F-up        ------------------------------------------------------------

DC110            ------------------------------------------------------------

AII_U57897       ATCACTGTATCTGTGGATATCACATTGGCTAAAGGGTTATGCCCTGGACACCATTGGCTG

DC56             ------------------------------------------------------------

DC35             ------------------------------------------------------------

DC111            ------------------------------------------------------------

DC18             ------------------------------------------------------------

DC16             ------------------------------------------------------------

AI_L02120.1      ATCACTGTATCTGTGGATATCACATTGGCTAAAGGGTTATGCCCTGGACACCATTGGCTG

DC113            ------------------------------------------------------------

DC113F-up        ------------------------------------------------------------

DC110            ------------------------------------------------------------

AII_U57897       CCTCGGGTCAAGACTTCAAATTAGAAATTCTAGCCAGAAAATAAATCATGCCTGCTCGTC

DC56             ------------------------------------------------------------

DC35             ------------------------------------------------------------

DC111            ------------------------------------------------------------

DC18             ------------------------------------------------------------

DC16             ------------------------------------------------------------

AI_L02120.1      CCTCGGATCAAGACTTCAAATTAGAAATTCTAGCCAGAAAATAAATCATGCCTGCTCGTC

DC113            -----------------AACTTCAAGTGTAACGGCTCTCTTGACTTTATCAAGAGCCACG

DC113F-up        -----------------AACTTCAAGTGTAACGGCTCTCTTGACTTTATCAAGAGCCACG

DC110            -----------------AACTTCAAGTGTAACGGCTCTCTTGACTTTATCAAGAGCCACG

AII_U57897       GTCCCTTCATCGGCGGTAACTTCAAGTGTAACGGCTCTCTTGACTTTATCAAGAGCCACG

DC56             -----------------AACTTCAAGTGTAACGGCTCTCTTGACTTTATCAAGAGCCACG

DC35             -----------------AACTTCAAGTGTAACGGCTCTCTTGACTTTATCAAGAGCCACG

DC111            -----------------AACTTCAAGTGTAACGGCTCTCTTGACTTTATCAAGAGCCACG

DC18             -----------------AACTTCAAGTGTAACGGCTCTCTTGACTTTATCAAGAGCCACG

DC16             -----------------AACTTCAAGTGTAACGGCTCTCTTGACTTTATCAAGAGCCACG

AI_L02120.1      GCCCCTTCATCGGCGGTAACTTCAAGTGTAACGGCTCTCTTGACTTTATCAAGAGCCACG

                                  *******************************************


DC113            TGGCGGCAATTGCTGCCCATAAGATCCCTGATTCCCGTGGACGTCGTCATTCGCCCCCTC

DC113F-up        TGGCGGCAATTGCTGCCCATAAGATCCCTGATTCCCGTGGACGTCGTCATTCGCCCCCTC

DC110            TGGCGGCAATTGCTGCCCATAAGATCCCTGATTCCCGTGGACGTCGTCATTCGCCCCCTC

AII_U57897       TGGCGGCAATTGCTGCCCATAAGATCCCTGATTCCCGTGGACGTCGTCATTCGCCCCCTC

DC56             TGGCGGCAATTGCTGCCCATAAGATCCCTGATTCCCGTGGACGTCGTCATTCGCCCCCTC

DC35             TGGCGGCAATTGCTGCCCATAAGATCCCTGATTCCCGTGGACGTCGTCATTCGCCCCCTC

DC111            TGGCGGCAATTGCTGCCCATAAGATCCCTGATTCCCGTGGACGTCGTCATTCGCCCCCTC

DC18             TGGCGGCAATTGCTGCCCATAAGATCCCTGATTCCCGTGGACGTCGTCATTCGCCCCCTC

DC16             TGGCGGCAATTGCTGCCCATAAGATCCCTGATTCCCGTGGACGTCGTCATTCGCCCCCTC

AI_L02120.1      TGGCGGCAATTGCTGCCCATAAGATCCCTGATTCCCGTGGACGTCGTCATTCGCCCCTTC

                 ********************************************************* **

DC113            CGCCGTACACCTGTCAACAGCCATTCGCGGCAAACACGTCAAAACAGTTGAGGATAGCAG

DC113F-up        CGCCGTACACCTGTCAACAGCCATTCGCGGCAAACACGTCAAAACAGTTGAGGATAGCAG

DC110            CGCCGTACACCTGTCAACAGCCATTCGCGGCAAACACGTCAAAACAGTTGAGGATAGCAG

AII_U57897       CGCCGTACACCTGTCAACAGCCATTCGCGGCAAACACGTCAAAACAGTTGAGGATAGCAG

DC56             CGCCGTACACCTGTCAACAGCCATTCGCGGCAAACACGTCAAAACAGTTGAGGATAGCAG

DC35             CGCCGTACACCTGTCAACAGCCATTCGCGGCAAACACGTCAAAACAGTTGAGGATAGCAG

DC111            CGCCGTACACCTGTCAACAGCCATTCGCGGCAAACACGTCAAAACAGTTGAGGATAGCAG

DC18             CGCCGTACACCTGTCAACAGCCATTCGCGGCAAACACGTCAAAACAGTTGAGGATAGCAG

DC16             CGCCGTACACCTGTCAACAGCCATTCGCGGCAAACACGTCAAAACAGTTGAGGATAGCAG

AI_L02120.1      CGCCGTACACCTGTCAACAGCCATTCGCGGCAAACACGTCAAAACAGTTGAGGATAGCAG

                 ************************************************************
DC113            CGCAGAATGTGTACCTAGAGGGGAACGGGGCGTGGACTGGCGAGACAAGTGTTGAGATGC

DC113F-up        CGCAGAATGTGTACCTAGAGGGGAACGGGGCGTGGACTGGCGAGACAAGTGTTGAGATGC

DC110            CGCAGAATGTGTACCTAGAGGGGAACGGGGCGTGGACTGGCGAGACAAGTGTTGAGATGC

AII_U57897       CGCAGAATGTGTACCTAGAGGGGAACGGGGCGTGGACTGGCGAGACAAGTGTTGAGATGC

DC56             CGCAGAATGTGTACCTAGAGGGGAACGGGGCGTGGACTGGCGAGACAAGTGTTGAGATGC

DC35             CGCAGAATGTGTACCTAGAGGGGAACGGGGCGTGGACTGGCGAGACAAGTGTTGAGATGC

DC111            CGCAGAATGTGTACCTAGAGGGGAACGGGGCGTGGACTGGCGAGACAAGTGTTGAGATGC

DC18             CGCAGAATGTGTACCTAGAGGGGAACGGGGCGTGGACTGGCGAGACAAGTGTTGAGATGC

DC16             CGCAGAATGTGTACCTAGAGGGGAACGGGGCGTGGACTGGCGAGACAAGTGTTGAGATGC

AI_L02120.1      CGCAGAATGTGTACCTAGAGGGGAACGGGGCGTGGACTGGCGAGACAAGTGTTGAGATGC

                 ************************************************************
DC113            TTCAGGACATGGGTTTGAAGCATGTGATAGTAGGGCACTCTGAAAGACGCAGAATCATGG

DC113F-up        TTCAGGACATGGGTTTGAAGCATGTGATAGTAGGGCACTCTGAAAGACGCAGAATCATGG

DC110            TTCAGGACATGGGTTTGAAGCATGTGATAGTAGGGCACTCTGAAAGACGCAGAATCATGG

AII_U57897       TTCAGGACATGGGTTTGAAGCATGTGATAGTAGGGCACTCTGAAAGACGCAGAATCATGG

DC56             TTCAGGACATGGGTTTGAAGCATGTGATAGTAGGGCACTCTGAAAGACGCAGAATCATGG

DC35             TTCAGGACATGGGTTTGAAGCATGTGATAGTAGGGCACTCTGAAAGACGCAGAATCATGG

DC111            TTCAGGACATGGGTTTGAAGCATGTGATAGTAGGGCACTCTGAAAGACGCAGAATCATGG

DC18             TTCAGGACATGGGTTTGAAGCATGTGATAGTAGGGCACTCTGAAAGACGCAGAATCATGG

DC16             TTCAGGACATGGGTTTGAAGCATGTGATAGTAGGGCACTCTGAAAGACGCAGAATCATGG

AI_L02120.1      TTCAGGACATGGGTTTGAAGCATGTGATAGTAGGGCACTCTGAAAGACGCAGAATCATGG

                 ************************************************************

DC113            GGGAGACCGACGAGCAAAGCGCCAAGAAGGCTAAGCGTACCCTGGAAAAGGGGATGACGG

DC113F-up        GGGAGACCGACGAGCAAAGCGCCAAGAAGGCTAAGCGTACCCTGGAAAAGGGGATGACGG

DC110            GGGAGACCGACGAGCAAAGCGCCAAGAAGGCTAAGCGTGCCCTGGAAAAGGGGATGACGG

AII_U57897       GGGAGACCGACGAGCAAAGCGCCAAGAAGGCTAAGCGTGCCCTGGAAAAGGGGATGACGG

DC56             GGGAGACCGACGAGCAAAGCGCCAAGAAGGCTAAGCGTGCCCTGGAAAAGGGGATGACGG

DC35             GGGAGACCGACGAGCAAAGCGCCAAGAAGGCTAAGCGTGCCCTGGAAAAGGGGATGACGG

DC111            GGGAGACCGACGAGCAAAGCGCCAAGAAGGCTAAGCGTGCCCTGGAAAAGGGGATGACGG

DC18             GGGAGACCGACGAGCAAAGCGCCAAGAAGGCTAAGCGTGCCCTGGAAAAGGGGATGACGG

DC16             GGGAGACCGACGAGCAAAGCGCCAAGAAGGCTAAGCGTGCCCTGGAAAAGGGGATGACGG

AI_L02120.1      GGGAGACCGACGAGCAAAGCGCCAAGAAGGCTAAGCGTGCCCTGGAAAAGGGGATGACGG

                 ************************************** *********************

DC113            TCATCTTCTGCGTCGGAGAGACCTTGGATGAGCGCAAGGCCAACCGCACCATGGAGGTGA

DC113F-up        TCATCTTCTGCGTCGGAGAGACCTTGGATGAGCGCAAGGCCAACCGCACCATGGAGGTGA

DC110            TCATCTTCTGCGTCGGAGAGACCTTGGATGAGCGCAAGGCCAACCGCACCATGGAGGTGA

AII_U57897       TCATCTTCTGCGTCGGAGAGACCTTGGATGAGCGCAAGGCCAACCGCACCATGGAGGTGA

DC56             TCATCTTCTGCGTCGGAGAGACCTTGGATGAGCGCAAGGCCAACCGCACCATGGAGGTGA

DC35             TCATCTTCTGCGTCGGAGAGACCTTGGATGAGCGCAAGGCCAACCGCACCATGGAGGTGA

DC111            TCATCTTCTGCGTCGGAGAGACCTTGGATGAGCGCAAGGCCAACCGCACCATGGAGGTGA

DC18             TCATCTTCTGCGTCGGAGAGACCTTGGATGAGCGCAAGGCCAACCGCACCATGGAGGTGA

DC16             TCATCTTCTGCGTCGGAGAGACCTTGGATGAGCGCAAGGCCAACCGCACCATGGAGGTGA

AI_L02120.1      TCATCTTCTGCGTCGGAGAGACCTTGGACGAGCGCAAGGCCAACCGCACCATGGAGGTGA

                 **************************** *******************************

DC113            ACATCGCCCAGCTTGAGGCGCTTGGCAAGGAGCTCGGAGAGTCCAAGATGCTCTGGAAGG

DC113F-up        ACATCGCCCAGCTTGAGGCGCTTGGCAAGGAGCTCGGAGAGTCCAAGATGCTCTGGAAGG

DC110            ACATCGCCCAGCTTGAGGCGCTTGGCAAGGAGCTCGGAGAGTCCAAGATGCTCTGGAAGG

AII_U57897       ACATCGCCCAGCTTGAGGCGCTTGGCAAGGAGCTCGGAGAGTCCAAGATGCTCTGGAAGG

DC56             ACATCGCCCAGCTTGAGGCGCTTGGCAAGGAGCTCGGAGAGTCCAAGATGCTCTGGAAGG

DC35             ACATCGCCCAGCTTGAGGCGCTTGGCAAGGAGCTCGGAGAGTCCAAGATGCTCTGGAAGG

DC111            ACATCGCCCAGCTTGAGGCGCTTGGCAAGGAGCTCGGAGAGTCCAAGATGCTCTGGAAGG

DC18             ACATCGCCCAGCTTGAGGCGCTTGGCAAGGAGCTCGGAGAGTCCAAGATGCTCTGGAAGG

DC16             ACATCGCCCAGCTTGAGGCGCTTGGCAAGGAGCTCGGAGAGTCCAAGATGCTCTGGAAGG

AI_L02120.1      ACATCGCCCAGCTTGAGGCGCTTGGCAAGGAGCTCGGAGAGTCCAAGATGCTCTGGAAGG

                 ************************************************************

DC113            AGGTTGTCATTGCTTACGAGCCCGTGTGGTCCA---------------------------

DC113F-up        AGGTTGTCATTGCTTACGAGCCCGTGTGGTCCA---------------------------

DC110            AGGTTGTCATTGCTTACGAGCCCGTGTGGTCCA---------------------------

AII_U57897       AGGTTGTCATTGCTTACGAGCCCGTGTGGTCCATTGGCACGGGCGTGGTGGCCACGCCCG

DC56             AGGTTGTCATTGCTTACGAGCCCGTGTGGTCCA---------------------------

DC35             AGGTTGTCATTGCTTACGAGCCCGTGTGGTCCA---------------------------

DC111            AGGTTGTCATTGCTTACGAGCCCGTGTGGTCCA---------------------------

DC18             AGGTTGTCATTGCTTACGAGCCCGTGTGGTCCA---------------------------

DC16             AGGTTGTCATTGCTTACGAGCCCGTGTGGTCCA---------------------------

AI_L02120.1      AGGTTGTCATTGCTTACGAGCCCGTGTGGTCCATTGGCACGGGCGTGGTGGCCACGCCCG

                 *********************************                           


DC113            ------------------------------------------------------------

DC113F-up        ------------------------------------------------------------

DC110            ------------------------------------------------------------

AII_U57897       AGCAGGCAGAGGAGGTACATGTGGGGCTCCGAAAGTGGTTTGCGGAGAAGGTTTGTGCCG

DC56             ------------------------------------------------------------

DC35             ------------------------------------------------------------

DC111            ------------------------------------------------------------

DC18             ------------------------------------------------------------

DC16             ------------------------------------------------------------

AI_L02120.1      AGCAGGCAGAGGAGGTCCATGTGGGGCTCCGAAAGTGGTTTGCGGAGAAGGTTTGTGCCG

DC113            ------------------------------------------------------------

DC113F-up        ------------------------------------------------------------

DC110            ------------------------------------------------------------

AII_U57897       AGGGCGCACAGCATATCCGTATCATTTACGGGGGATCGGCCAATGGAAGCAACTGCGAGA

DC56             ------------------------------------------------------------

DC35             ------------------------------------------------------------

DC111            ------------------------------------------------------------

DC18             ------------------------------------------------------------

DC16             ------------------------------------------------------------

AI_L02120.1      AGGGCGCACAGCATATCCGTATCATTTACGGGGGATCGGCCAATGGAAGCAACTGCGAGA

DC113            ------------------------------------------------------------

DC113F-up        ------------------------------------------------------------

DC110            ------------------------------------------------------------

AII_U57897       AGCTCGGCCAGTGTCCGAATATTGACGGCTTCCTTGTCGGTGGCGCTTCCCTCAAGCCGG

DC56             ------------------------------------------------------------

DC35             ------------------------------------------------------------

DC111            ------------------------------------------------------------

DC18             ------------------------------------------------------------

DC16             ------------------------------------------------------------

AI_L02120.1      AGCTTGGCCAGTGTCCGAATATTGACGGCTTCCTTGTCGGTGGCGCTTCCCTCAAGCCGG

DC113            ------------------------------------------------------------

DC113F-up        ------------------------------------------------------------

DC110            ------------------------------------------------------------

AII_U57897       AGTTTATGACGATGATCGACATTCTTGCGAAGACCCGTACATAGGCGTGTGGCTAAGCGT

DC56             ------------------------------------------------------------

DC35             ------------------------------------------------------------

DC111            ------------------------------------------------------------

DC18             ------------------------------------------------------------

DC16             ------------------------------------------------------------

AI_L02120.1      AGTTTATGACGATGATCGACATTCTTACGAAGACCCGTACATAGGCATGTGGCTAAGCGT

DC113            ------------------------------------------------------------

DC113F-up        ------------------------------------------------------------

DC110            ------------------------------------------------------------

AII_U57897       GTTGTAAGCTCTTGACCTCTGGGCTGTACCACATCCAAGAGTAAATTGACAAATAAAGGC

DC56             ------------------------------------------------------------

DC35             ------------------------------------------------------------

DC111            ------------------------------------------------------------

DC18             ------------------------------------------------------------

DC16             ------------------------------------------------------------

AI_L02120.1      GTTGTAAGCTCTTGACCTCTGGGCTGTATCACATCCAAGAGTAAATTGACAAATAAAGGC

DC113            ------------------------------------------------------------

DC113F-up        ------------------------------------------------------------

DC110            ------------------------------------------------------------

AII_U57897       GC----------------------------------------------------------

DC56             ------------------------------------------------------------

DC35             ------------------------------------------------------------

DC111            ------------------------------------------------------------

DC18             ------------------------------------------------------------

DC16             ------------------------------------------------------------

AI_L02120.1      GCTAGCAAATAAATGGTGCTGGCCGTTCTGGCTCTTGCCCTGCTTTTCGCAAGCACCGCA

DC113            ------------------------------------------------------------

DC113F-up        ------------------------------------------------------------

DC110            ------------------------------------------------------------

AII_U57897       ------------------------------------------------------------

DC56             ------------------------------------------------------------

DC35             ------------------------------------------------------------

DC111            ------------------------------------------------------------

DC18             ------------------------------------------------------------

DC16             ------------------------------------------------------------

AI_L02120.1      GAGGCCCAGAATCTGGCCCTTGACGTTATCTCAGTCTCCGATACACATGGGTGGATTTAT

DC113            ------------------------------------------------------------

DC113F-up        ------------------------------------------------------------

DC110            ------------------------------------------------------------

AII_U57897       ------------------------------------------------------------

DC56             ------------------------------------------------------------

DC35             ------------------------------------------------------------

DC111            ------------------------------------------------------------

DC18             ------------------------------------------------------------

DC16             ------------------------------------------------------------

AI_L02120.1      GGCCACAGACACCAGAAGGAGCTAGGAGACTACGGAACCCTTGTGTCTTACATCGAACGC

DC113            --------------------------

DC113F-up        --------------------------

DC110            --------------------------

AII_U57897       --------------------------

DC56             --------------------------

DC35             --------------------------

DC111            --------------------------

DC18             --------------------------

DC16             --------------------------

AI_L02120.1      ACCAGGGACGAGGCAGCCAAGGATCC

DC28                 ----------------------AACTTCAAATGCAATGGATCGCTCGACTTCATTAAGAG

DC34                 ----------------------AACTTCAAATGCAATGGATCGCTCGACTTCATTAAGAG

DC01                 ----------------------AACTTCAAATGCAATGGATCGCTCGACTTCATTAAGAG

DC112                ----------------------AACTTCAAATGCAATGGATCGCTCGACTTCATTAAGAG

HM112A               ----------------------AACTTCAAATGCAATGGATCGCTCGACTTCATTAAGAG

HM110B               ----------------------AACTTCAAATGCAATGGATCGCTCGACTTCATTAAGAG

DC46                 ----------------------AACTTCAAATGCAATGGATCGCTCGACTTCATTAAGAG

DC43F-up             ----------------------AACTTCAAATGCAATGGATCGCTCGACTTCATTAAGAG

DC43                 ----------------------AACTTCAAATGCAATGGATCGCTCGACTTCATTAAGAG

DC110F-up            ----------------------AACTTCAAATGCAATGGATCGCTCGACTTCATTAAGAG

DC90                 ----------------------AACTTCAAATGCAATGGATCGCTCGACTTCATTAAGAG

HM110A               ----------------------AACTTCAAATGCAATGGATCGCTCGACTTCATTAAGAG

DC41                 ----------------------AACTTCAAATGCAATGGATCGCTCGACTTCATTAAGAG

DC42                 ----------------------AACTTCAAATGCAATGGATCGCTCGACTTCATTAAGAG

BIV_L02116.1         TCGTCGTCCCTTCATCGGTGGTAACTTCAAATGCAATGGATCGCTCGACTTCATTAAGAG

DC39                 ----------------------AACTTCAAATGCAATGGATCGCTCGACTTCATTAAGAG

DC59                 ----------------------AACTTCAAATGCAATGGATCGCTCGACTTCATTAAGAG

DC50                 ----------------------AACTTCAAGTGCAATGGATCGCTCGACTTCATTAAGAG

BIII_AF069561.1      -------------------------------------------------TTCATTAAGAG

                                                                      ***********

DC28                 CCACGTAGCGTCCATCGCCTCCTATAAGATCCCCGAGTCCCGTGGACGTTGTTGTTCGCT

DC34                 CCACGTAGCGTCCATCGCCTCCTATAAGATCCCCGAGTCCCGTGGACGTTGTTGTTCGCT

DC01                 CCACGTAGCGTCCATCGCCTCCTATAAGATCCCCGAGTCCCGTGGACGTTGTTGTTCGCT

DC112                CCACGTAGCGTCCATCGCCTCCTATAAGATCCCCGAGTCCCGTGGACGTTGTTGTTCGCT

HM112A               CCACGTAGCGTCCATCGCCTCCTATAAGATCCCCGAGTCCCGTGGACGTTGTTGTTCGCT

HM110B               CCACGTAGCGTCCATCGCCTCCTATAAGATCCCCGAGTCCCGTGGACGTTGTTGTTCGCT

DC46                 CCACGTAGCGTCCATCGCCTCCTATAAGATCCCCGAGTCCCGTGGACGTTGTTGTTCGCT

DC43F-up             CCACGTAGCGTCCATCGCCTCCTATAAGATCCCCGAGTCCCGTGGACGTTGTTGTTCGCT

DC43                 CCACGTAGCGTCCATCGCCTCCTATAAGATCCCCGAGTCCCGTGGACGTTGTTGTTCGCT

DC110F-up            CCACGTAGCGTCCATCGCCTCCTATAAGATCCCCGAGTCCCGTGGACGTTGTTGTTCGCT

DC90                 CCACGTAGCGTCCATCGCCTCCTATAAGATCCCCGAGTCCCGTGGACGTTGTTGTTCGCT

HM110A               CCACGTAGCGTCCATCGCCTCCTATAAGATCCCCGAGTCCCGTGGACGTTGTTGTTCGCT

DC41                 CCACGTAGCGTCCATCGCCTCCTATAAGATCCCCGAGTCCCGTGGACGTTGTTGTTCGCT

DC42                 CCACGTAGCGTCCATCGCCTCCTATAAGATCCCCGAGTCCCGTGGACGTTGTTGTTCGCT

BIV_L02116.1         CCACGTAGCGTCCATCGCCTCCTATAAGATCCCCGAGTCCCGTGGACGTTGTTGTTCGCT

DC39                 CCACGTAGCGTCCATCGCCTCCTATAAGATCCCCGAGTCCCGTGGACGTTGTTGTTCGCT

DC59                 CCACGTAGCGTCCATCGCCTCCCATAAGATCCCCGAGTCCCGTGGACGTTGTTGTTCGCT

DC50                 CCACGTAGCGTCCATCGCCTCCCATAAGATCCCCGAGTCCCGTGGACGTTGTTGTTCGCT

BIII_AF069561.1      CCACGTAGCGTCCATCGCCTCCCATAAGATCCCCGAGTCCCGTGGACGTTGTTGTTCGCT

                     ********************** *************************************

DC28                 CCCTCCTTTGTGCACCTTTCTACAGCTATTCGCGGCGAATACTTCGAAGTGTCTGAAAAT

DC34                 CCCTCCTTTGTGCACCTTTCTACAGCTATTCGCGGCGAATACTTCGAAGTGTCTGAAAAT

DC01                 CCCTCCTTTGTGCACCTTTCTACAGCTATTCGCGGCGAATACTTCGAAGTGTCTGAAAAT

DC112                CCCTCCTTTGTGCACCTTTCTACAGCTATTCGCGGCGAATACTTCGAAGTGTCTGAAAAT

HM112A               CCCTCCTTTGTGCACCTTTCTACAGCTATTCGCGGCGAATACTTCGAAGTGTCTGAAAAT

HM110B               CCCTCCTTTGTGCACCTTTCTACAGCTATTCGCGGCGAATACTTCGAAGTGTCTGAAAAT

DC46                 CCCTCCTTTGTGCACCTTTCTACAGCTATTCGCGGCGAATACTTCGAAGTGTCTGAAAAT

DC43F-up             CCCTCCTTTGTGCACCTTTCTACAGCTATTCGCGGCGAATACTTCGAAGTGTCTGAAAAT

DC43                 CCCTCCTTTGTGCACCTTTCTACAGCTATTCGCGGCGAATACTTCGAAGTGTCTGAAAAT

DC110F-up            CCCTCCTTTGTGCACCTTTCTACAGCTATTCGCGGCGAATACTTCGAAGTGTCTGAAAAT

DC90                 CCCTCCTTTGTGCACCTTTCTACAGCTATTCGCGGCGAATACTTCGAAGTGTCTGAAAAT

HM110A               CCCTCCTTTGTGCACCTTTCTACAGCTATTCGCGGCGAATACTTCGAAGTGTCTGAAAAT

DC41                 CCCTCCTTTGTGCACCTTTCTACAGCTATTCGCGGCGAATACTTCGAAGTGTCTGAAAAT

DC42                 CCCTCCTTTGTGCACCTTTCTACAGCTATTCGCGGCGAATACTTCGAAGTGTCTGAAAAT

BIV_L02116.1         CCCTCCTTTGTGCACCTTTCTACAGCTATTCGCGGCGAATACTTCGAAGTGTCTGAAAAT

DC39                 CCCTCCTTTGTGCACCTTTCTACAGCTATTCGCGGCGAACACCTCGAAGTGTCTGAAAAT

DC59                 CCCTCCTTTGTGCACCTTTCTACAGCTATTCGCGGCGAATACTTCGAAGTGTCTGAAAAT

DC50                 CCCTCCTTTGTGCACCTTTCTACAGCTATTCGCGGCGAACACCTCGAAGTGTCTGAAAAT

BIII_AF069561.1      CCCTCCTTTGTGCACCTTTCTACAGCTATTCGCGGCGAACACCTCGAAGTGTCTGAAAAT

                     *************************************** ** *****************

DC28                 AGCAGCACAGAACGTGTATCTGGAAGGGAACGGTGCATGGACCGGCGAGACAAGCGTCGA

DC34                 AGCAGCACAGAACGTGTATCTGGAAGGGAACGGTGCATGGACCGGCGAGACAAGCGTCGA

DC01                 AGCAGCACAGAACGTGTATCTGGAAGGGAACGGTGCATGGACCGGCGAGACAAGCGTCGA

DC112                AGCAGCACAGAACGTGTATCTGGAAGGGAACGGTGCATGGACCGGCGAGACAAGCGTCGA

HM112A               AGCAGCACAGAACGTGTATCTGGAAGGGAACGGTGCATGGACCGGCGAGACAAGCGTCGA

HM110B               AGCAGCACAGAACGTGTATCTGGAAGGGAACGGTGCATGGACCGGCGAGACAAGCGTCGA

DC46                 AGCAGCACAGAACGTGTATCTGGAAGGGAACGGTGCATGGACCGGCGAGACAAGCGTCGA

DC43F-up             AGCAGCACAGAACGTGTATCTGGAAGGGAACGGTGCATGGACCGGCGAGACAAGCGTCGA

DC43                 AGCAGCACAGAACGTGTATCTGGAAGGGAACGGTGCATGGACCGGCGAGACAAGCGTCGA

DC110F-up            AGCAGCACAGAACGTGTATCTGGAAGGGAACGGTGCATGGACCGGCGAGACAAGCGTCGA

DC90                 AGCAGCACAGAACGTGTATCTGGAAGGGAACGGTGCATGGACCGGCGAGACAAGCGTCGA

HM110A               AGCAGCACAGAACGTGTATCTGGAAGGGAACGGTGCATGGACCGGCGAGACAAGCGTCGA

DC41                 AGCAGCACAGAACGTGTATCTGGAAGGGAACGGTGCATGGACCGGCGAGACAAGCGTCGA

DC42                 AGCAGCACAGAACGTGTATCTGGAAGGGAACGGTGCATGGACCGGCGAGACAAGCGTCGA

BIV_L02116.1         AGCAGCACAGAACGTGTATCTGGAAGGGAACGGTGCATGGACCGGCGAGACAAGCGTCGA

DC39                 AGCAGCGCAGAACGTGTATCTGGAAGGGAACGGTGCATGGACCGGCGAGACAAGCGTCGA

DC59                 AGCAGCACAGAACGTGTATCTGGAGGGGAACGGTGCATGGACCGGCGAGACAAGCGTCGA

DC50                 AGCAGCACAGAACGTGTATCTGGAGGGGAACGGTGCATGGACCGGCGAGACAAGCGTCGA

BIII_AF069561.1      AGCAGCACAGAACGTGTATCTGGAGGGGAACGGTGCATGGACCGGCGAGACAAGCGTCGA

                     ****** ***************** ***********************************

DC28                 GATGCTGCTGGACATGGGGCTGAGCCATGTAATAATAGGACACTCTGAAAGACGTAGAAT

DC34                 GATGCTGCTGGACATGGGGCTGAGCCATGTAATAATAGGACACTCTGAAAGACGTAGAAT

DC01                 GATGCTGCTGGACATGGGGCTGAGCCATGTAATAATAGGACACTCTGAAAGACGTAGAAT

DC112                GATGCTGCTGGACATGGGGCTGAGCCATGTAATAATAGGACACTCTGAAAGACGTAGAAT

HM112A               GATGCTGCTGGACATGGGGCTGAGCCATGTAATAATAGGACACTCTGAAAGACGTAGAAT

HM110B               GATGCTGCTGGACATGGGGCTGAGCCATGTAATAATAGGACACTCTGAAAGACGTAGAAT

DC46                 GATGCTGCTGGACATGGGGCTGAGCCATGTAATAATAGGACACTCTGAAAGACGTAGAAT

DC43F-up             GATGCTGCTGGACATGGGGCTGAGCCATGTAATAATAGGACACTCTGAAAGACGTAGAAT

DC43                 GATGCTGCTGGACATGGGGCTGAGCCATGTAATAATAGGACACTCTGAAAGACGTAGAAT

DC110F-up            GATGCTGCTGGACATGGGGCTGAGCCATGTAATAATAGGACACTCTGAAAGACGTAGAAT

DC90                 GATGCTGCTGGACATGGGGCTGAGCCATGTAATAATAGGACACTCTGAAAGACGTAGAAT

HM110A               GATGCTGCTGGACATGGGGCTGAGCCATGTAATAATAGGACACTCTGAAAGACGTAGAAT

DC41                 GATGCTGCTGGACATGGGGCTGAGCCATGTAATAATAGGACACTCTGAAAGACGTAGAAT

DC42                 GATGCTGCTGGACATGGGGCTGAGCCATGTAATAATAGGACACTCTGAAAGACGTAGAAT

BIV_L02116.1         GATGCTGCTGGACATGGGGCTGAGCCATGTAATAATAGGACACTCTGAAAGACGTAGAAT

DC39                 GATGCTGCTGGACATGGGGCTGAGCCATGTAATAATAGGACACTCTGAAAGACGTAGAAT

DC59                 GATGCTGCTGGACATGGGGCTGAGCCATGTAATAATAGGACACTCTGAAAGACGTAGAAT

DC50                 GATGCTGCTGGACATGGGGCTGAGCCATGTAATAATAGGACACTCTGAGAGACGTAGAAT

BIII_AF069561.1      GATGCTGCTGGACATGGGGCTGAGCCATGTAATAATAGGACACTCTGAAAGACGTAGAAT

                     ************************************************ ***********

DC28                 CATGGGCGAGACCAATGAGCAGAGTGCTAAGAAGGCGAAGCGTGCTCTGGACAAAGGTAT

DC34                 CATGGGCGAGACCAATGAGCAGAGTGCTAAGAAGGCGAAGCGTGCTCTGGACAAAGGTAT

DC01                 CATGGGCGAGACCAATGAGCAGAGTGCTAAGAAGGCGAAGCGTGCTCTGGACAAAGGTAT

DC112                CATGGGCGAGACCAATGAGCAGAGTGCTAAGAAGGCGAAGCGTGCTCTGGACAAAGGTAT

HM112A               CATGGGCGAGACCAATGAGCAGAGTGCTAAGAAGGCGAAGCGTGCTCTGGACAAAGGTAT

HM110B               CATGGGCGAGACCAATGAGCAGAGTGCTAAGAAGGCGAAGCGTGCTCTGGACAAAGGTAT

DC46                 CATGGGCGAGACCAATGAGCAGAGTGCTAAGAAGGCGAAGCGTGCTCTGGACAAAGGTAT

DC43F-up             CATGGGCGAGACCAATGAGCAGAGTGCTAAGAAGGCGAAGCGTGCTCTGGACAAAGGTAT

DC43                 CATGGGCGAGACCAATGAGCAGAGTGCTAAGAAGGCGAAGCGTGCTCTGGACAAAGGTAT

DC110F-up            CATGGGCGAGACCAATGAGCAGAGTGCTAAGAAGGCGAAGCGTGCTCTGGACAAAGGTAT

DC90                 CATGGGCGAGACCAATGAGCAGAGTGCTAAGAAGGCGAAGCGTGCTCTGGACAAAGGTAT

HM110A               CATGGGCGAGACCAATGAGCAGAGTGCTAAGAAGGCGAAGCGTGCTCTGGACAAAGGTAT

DC41                 CATGGGCGAGACCAATGAGCAGAGTGCTAAGAAGGCGAAGCGTGCTCTGGACAAAGGTAT

DC42                 CATGGGCGAGACCAATGAGCAGAGTGCTAAGAAGGCGAAGCGTGCTCTGGACAAAGGTAT

BIV_L02116.1         CATGGGCGAGACCAATGAGCAGAGTGCTAAGAAGGCGAAGCGTGCTCTGGACAAAGGTAT

DC39                 CATGGGCGAGACCAATGAGCAGAGTGCTAAGAAGGCGAAGCGTGCTCTGGACAAAGGTAT

DC59                 CATGGGCGAGACCAATGAGCAGAGTGCTAAGAAGGCGAAGCGTGCTCTGGACAAAGGTAT

DC50                 CATGGGCGAGACCAATGAGCAGAGTGCTAAGAAGGCGAAGCGTGCTCTGGACAAAGGTAT

BIII_AF069561.1      CATGGGCGAGACCAATGAGCAGAGTGCTAAGAAGGCGAAGCGTGCTCTGGACAAAGGTAT

                     ************************************************************

DC28                 GACTGTTATCTTCTGCACCGGAGAGACCCTGGATGAACGCAAGGCCAATAACACTATGGA

DC34                 GACTGTTATCTTCTGCACCGGAGAGACCCTGGATGAACGCAAGGCCAATAACACTATGGA

DC01                 GACTGTTATCTTCTGCACCGGAGAGACCCTGGATGAACGCAAGGCCAATAACACTATGGA

DC112                GACTGTTATCTTCTGCACCGGAGAGACCCTGGATGAACGCAAGGCCAATAACACTATGGA

HM112A               GACTGTTATCTTCTGCACCGGAGAGACCCTGGATGAACGCAAGGCCAATAACACTATGGA

HM110B               GACTGTTATCTTCTGCACCGGAGAGACCCTGGATGAACGCAAGGCCAATAACACTATGGA

DC46                 GACTGTTATCTTCTGCACCGGAGAGACCCTGGATGAACGCAAGGCCAATAACACTATGGA

DC43F-up             GACTGTTATCTTCTGCACCGGAGAGACCCTGGATGAACGCAAGGCCAATAACACTATGGA

DC43                 GACTGTTATCTTCTGCACCGGAGAGACCCTGGATGAACGCAAGGCCAATAACACTATGGA

DC110F-up            GACTGTTATCTTCTGCACCGGAGAGACCCTGGATGAACGCAAGGCCAATAACACTATGGA

DC90                 GACTGTTATCTTCTGCACCGGAGAGACCCTGGATGAACGCAAGGCCAATAACACTATGGA

HM110A               GACTGTTATCTTCTGCACCGGAGAGACCCTGGATGAACGCAAGGCCAATAACACTATGGA

DC41                 GACTGTTATCTTCTGCACCGGAGAGACCCTGGATGAACGCAAGGCCAATAACACTATGGA

DC42                 GACTGTTATCTTCTGCACCGGAGAGACCCTGGATGAACGCAAGGCCAATAACACTATGGA

BIV_L02116.1         GACTGTTATCTTCTGCACCGGAGAGACCCTGGATGAACGCAAGGCCAATAACACTATGGA

DC39                 GACTGTTATCTTCTGCACCGGAGAGACCCTGGATGAACGCAAGGCCAATAACACTATGGA

DC59                 GACTGTTATCTTCTGCACCGGAGAGACCCTGGATGAACGCAAGGCCAATAACACTATGGA

DC50                 GACTGTTATCTTCTGCACCGGAGAGACCCTGGATGAACGCAAGGCCAATAACACTATGGA

BIII_AF069561.1      GACTGTTATCTTCTGCACCGGAGAGACCCTGGATGAACGCAAGGCCAATAACACTATGGA

                     ************************************************************

DC28                 GGTAAATATTGCTCAGCTCGAGGCTCTTAAGAAGGAGATTGGAGAATCAAAGAAGTTATG

DC34                 GGTAAATATTGCTCAGCTCGAGGCTCTTAAGAAGGAGATTGGAGAATCAAAGAAGTTATG

DC01                 GGTAAATATTGCTCAGCTCGAGGCTCTTAAGAAGGAGATTGGAGAATCAAAGAAGTTATG

DC112                GGTAAATATTGCTCAGCTCGAGGCTCTTAAGAAGGAGATTGGAGAATCAAAGAAGTTATG

HM112A               GGTAAATATTGCTCAGCTCGAGGCTCTTAAGAAGGAGATTGGAGAATCAAAGAAGTTATG

HM110B               GGTAAATATTGCTCAGCTCGAGGCTCTTAAGAAGGAGATTGGAGAATCAAAGAAGTTATG

DC46                 GGTAAATATTGCTCAGCTCGAGGCTCTTAAGAAGGAGATTGGAGAATCAAAGAAGTTATG

DC43F-up             GGTAAATATTGCTCAGCTCGAGGCTCTTAAGAAGGAGATTGGAGAATCAAAGAAGTTATG

DC43                 GGTAAATATTGCTCAGCTCGAGGCTCTTAAGAAGGAGATTGGAGAATCAAAGAAGTTATG

DC110F-up            GGTAAATATTGCTCAGCTCGAGGCTCTTAAGAAGGAGATTGGAGAATCAAAGAAGTTATG

DC90                 GGTAAATATTGCTCAGCTCGAGGCTCTTAAGAAGGAGATTGGAGAATCAAAGAAGTTATG

HM110A               GGTAAATATTGCTCAGCTCGAGGCTCTTAAGAAGGAGATTGGAGAATCAAAGAAGTTATG

DC41                 GGTAAATATTGCTCAGCTCGAGGCTCTTAAGAAGGAGATTGGAGAATCAAAGAAGTTATG

DC42                 GGTAAATATTGCTCAGCTCGAGGCTCTTAAGAAGGAGATTGGAGAATCAAAGAAGTTATG

BIV_L02116.1         GGTGAATATTGCTCAGCTCGAGGCTCTTAAGAAGGAGATTGGAGAATCAAAGAAGTTATG

DC39                 GGTGAATATTGCTCAGCTCGAGGCTCTTAAGAAGGAGATTGGAGAATCAAAGAAGTTATG

DC59                 GGTGAATATTGCTCAGCTCGAGGCTCTTAAGAAGGAGATTGGAGAATCAAAGAAGTTATG

DC50                 GGTGAATATTGCTCAGCTCGAGGCTCTTAAGAAGGAGATTGGAGAATCAAAGAAGTTATG

BIII_AF069561.1      GGTGAATATTGCTCAGCTCGAGGCTCTTAAGAAGGAGATTGGAGAATCAAAGAAGTTATG

                     *** ********************************************************

DC28                 GGAGAACGTTGTAATTGCCTATGAGCCGGTGTGGTCTA----------------------

DC34                 GGAGAACGTTGTAATTGCCTATGAGCCGGTGTGGTCTA----------------------

DC01                 GGAGAACGTTGTAATTGCCTATGAGCCGGTGTGGTCTA----------------------

DC112                GGAGAACGTTGTAATTGCCTATGAGCCGGTGTGGTCTA----------------------

HM112A               GGAGAACGTTGTAATTGCCTATGAGCCGGTGTGGTCTA----------------------

HM110B               GGAGAACGTTGTAATTGCCTATGAGCCGGTGTGGTCTA----------------------

DC46                 GGAGAACGTTGTAATTGCCTATGAGCCGGTGTGGTCTA----------------------

DC43F-up             GGAGAACGTTGTAATTGCCTATGAGCCGGTGTGGTCTA----------------------

DC43                 GGAGAACGTTGTAATTGCCTATGAGCCGGTGTGGTCTA----------------------

DC110F-up            GGAGAACGTTGTAATTGCCTATGAGCCGGTGTGGTCTA----------------------

DC90                 GGAGAACGTTGTAATTGCCTATGAGCCGGTGTGGTCTA----------------------

HM110A               GGAGAACGTTGTAATTGCCTATGAGCCGGTGTGGTCTA----------------------

DC41                 GGAGAACGTTGTAATTGCCTATGAGCCGGTGTGGTCTA----------------------

DC42                 GGAGAACGTTGTAATTGCCTATGAGCCGGTGTGGTCTA----------------------

BIV_L02116.1         GGAGAACGTTGTAATTGCCTATGAGCCGGTGTGGTCTATCGGCACGGGTGTGGTGGCCAC

DC39                 GGAGAACGTTGTAATTGCCTATGAGCCGGTGTGGTCTA----------------------

DC59                 GGAGAACGTTGTAATTGCCTATGAGCCGGTGTGGTCTA----------------------

DC50                 GGAGAACGTTGTAATTGCCTATGAGCCGGTGTGGTCTA----------------------

BIII_AF069561.1      GGAGAACGTTGTAATTGCCTATGAGCCG--------------------------------

                     ****************************                                

DC28                 ---

DC34                 ---

DC01                 ---

DC112                ---

HM112A               ---

HM110B               ---

DC46                 ---

DC43F-up             ---

DC43                 ---

DC110F-up            ---

DC90                 ---

HM110A               ---

DC41                 ---

DC42                 ---

BIV_L02116.1         ACC

DC39                 ---

DC59                 ---

DC50                 ---

BIII_AF069561.1      ---
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