
Supplementary Fig. S2. Multiple alignments of gdh sequences from this study with reference sequences obtained from Genbank, representing assemblages A and B (Length of compared fragments: 385 bp).
AII_L40510.1      ATCTTCCGCGTGCCCTGGATGGATGACGCTGGACGCATCAACGTCAACCGCGGCTTCCGT

DC16              ------------------------------------------------------------

DC35              ------------------------------------------------------------

DC56              ------------------------------------------------------------

DC110             ------------------------------------------------------------

DC111             ------------------------------------------------------------

DC113F-up         ------------------------------------------------------------

DC113             ------------------------------------------------------------
AII_L40510.1      GTCCAGTACAACTCTGCTCTCGGCCCCTACAAGGGTGGCCTCCGCTTCCACCCCTCTGTC

DC16              --------------------------CTACAAGGGTGGCCTCCGCTTCCACCCCTCTGTC

DC35              --------------------------CTACAAGGGTGGCCTCCGCTTCCACCCCTCTGTC

DC56              --------------------------CTACAAGGGTGGCCTCCGCTTCCACCCCTCTGTC

DC110             --------------------------CTACAAGGGTGGCCTCCGCTTCCACCCCTCTGTC

DC111             --------------------------CTACAAGGGTGGCCTCCGCTTCCACCCCTCTGTC

DC113F-up         --------------------------CTACAAGGGTGGCCTCCGCTTCCACCCCTCTGTC

DC113             --------------------------CTACAAGGGTGGCCTCCGCTTCCACCCCTCTGTC

                                            **********************************

AII_L40510.1      AATCTTTCGATTCTCAAGTTCCTCGGTTTCGAGCAGATCCTGAAGAACTCCCTCACCACG

DC16              AATCTTTCGATTCTCAAGTTCCTCGGTTTCGAGCAGATCCTGAAGAACTCCCTCACCACG

DC35              AATCTTTCGATTCTCAAGTTCCTCGGTTTCGAGCAGATCCTGAAGAACTCCCTCACCACG

DC56              AATCTTTCGATTCTCAAGTTCCTCGGTTTCGAGCAGATCCTGAAGAACTCCCTCACCACG

DC110             AATCTTTCGATTCTCAAGTTCCTCGGTTTCGAGCAGATCCTGAAGAACTCCCTCACCACG

DC111             AATCTTTCGATTCTCAAGTTCCTCGGTTTCGAGCAGATCCTGAAGAACTCCCTCACCACG

DC113F-up         AATCTTTCGATTCTCAAGTTCCTCGGTTTCGAGCAGATCCTGAAGAACTCCCTCACCACG

DC113             AATCTTTCGATTCTCAAGTTCCTCGGTTTCGAGCAGATCCTGAAGAACTCCCTCACCACG

                  ************************************************************

AII_L40510.1      CTCCCGATGGGCGGCGGCAAGGGCGGCTCCGACTTTGACCCAAAGGGCAAGTCCGACAAC

DC16              CTCCCGATGGGCGGCGGCAAGGGCGGCTCCGACTTTGACCCAAAGGGCAAGTCCGACAAC

DC35              CTCCCGATGGGCGGCGGCAAGGGCGGCTCCGACTTTGACCCAAAGGGCAAGTCCGACAAC

DC56              CTCCCGATGGGCGGCGGCAAGGGCGGCTCCGACTTTGACCCAAAGGGCAAGTCCGACAAC

DC110             CTCCCGATGGGCGGCGGCAAGGGCGGCTCCGACTTTGACCCAAAGGGCAAGTCCGACAAC

DC111             CTCCCGATGGGCGGCGGCAAGGGCGGCTCCGACTTTGACCCAAAGGGCAAGTCCGACAAC

DC113F-up         CTCCCGATGGGCGGCGGCAAGGGCGGCTCCGACTTTGACCCAAAGGGCAAGTCCGACAAC

DC113             CTCCCGATGGGCGGCGGCAAGGGCGGCTCCGACTTTGACCCAAAGGGCAAGTCCGACAAC

                  ************************************************************

AII_L40510.1      GAGGTCATGCGCTTCTGCCAGTCCTTCATGACCGAGCTCCAGAGGCACGTCGGCGCCGAC

DC16              GAGGTCATGCGCTTCTGCCAGTCCTTCATGACCGAGCTCCAGAGGCACGTCGGCGCCGAC

DC35              GAGGTCATGCGCTTCTGCCAGTCCTTCATGACCGAGCTCCAGAGGCACGTCGGCGCCGAC

DC56              GAGGTCATGCGCTTCTGCCAGTCCTTCATGACCGAGCTCCAGAGGCACGTCGGCGCCGAC

DC110             GAGGTCATGCGCTTCTGCCAGTCCTTCATGACCGAGCTCCAGAGGCACGTCGGCGCCGAC

DC111             GAGGTCATGCGCTTCTGCCAGTCCTTCATGACCGAGCTCCAGAGGCACGTCGGCGCCGAC

DC113F-up         GAGGTCATGCGCTTCTGCCAGTCCTTCATGACCGAGCTCCAGAGGCACGTCGGCGCCGAC

DC113             GAGGTCATGCGCTTCTGCCAGTCCTTCATGACCGAGCTCCAGAGGCACGTCGGCGCCGAC

                  ************************************************************

AII_L40510.1      ACTGACGTTCCTGCCGGCGACATCGGCGTCGGCGCCCGCGAGATCGGGTACCTGTACGGA

DC16              ACTGACGTTCCTGCCGGCGACATCGGCGTCGGCGCCCGCGAGATCGGGTACCTGTACGGA

DC35              ACTGACGTTCCTGCCGGCGACATCGGCGTCGGCGCCCGCGAGATCGGGTACCTGTACGGA

DC56              ACTGACGTTCCTGCCGGCGACATCGGCGTCGGCGCCCGCGAGATCGGGTACCTGTACGGA

DC110             ACTGACGTTCCTGCCGGCGACATCGGCGTCGGCGCCCGCGAGATCGGGTACCTGTACGGA

DC111             ACTGACGTTCCTGCCGGCGACATCGGCGTCGGCGCCCGCGAGATCGGGTACCTGTACGGA

DC113F-up         ACTGACGTTCCTGCCGGCGACATCGGCGTCGGCGCCCGCGAGATCGGGTACCTGTACGGA

DC113             ACTGACGTTCCTGCCGGCGACATCGGCGTCGGCGCCCGCGAGATCGGGTACCTGTACGGA

                  ************************************************************

AII_L40510.1      CAGTACAAGCGCCTGAGGAACGAGTTCACAGGCGTCCTCACAGGCAAGAACGTCAAGTGG

DC16              CAGTACAAGCGCCTGAGGAACGAGTTCACAGGCGTCCTCACAGGCAAGAACGTCAAGTGG

DC35              CAGTACAAGCGCCTGAGGAACGAGTTCACAGGCGTCCTCACAGGCAAGAACGTCAAGTGG

DC56              CAGTACAAGCGCCTGAGGAACGAGTTCACAGGCGTCCTCACAGGCAAGAACGTCAAGTGG

DC110             CAGTACAAGCGCCTGAGGAACGAGTTCACAGGCGTCCTCACAGGCAAGAACGTCAAGTGG

DC111             CAGTACAAGCGCCTGAGGAACGAGTTCACAGGCGTCCTCACAGGCAAGAACGTCAAGTGG

DC113F-up         CAGTACAAGCGCCTGAGGAACGAGTTCACAGGCGTCCTCACAGGCAAGAACGTCAAGTGG

DC113             CAGTACAAGCGCCTGAGGAACGAGTTCACAGGCGTCCTCACAGGCAAGAACGTCAAGTGG

                  ************************************************************

AII_L40510.1      GGCGGGTCCTTCATCAGGCCGGAGGCTACGGGCTATGGCGCTGTCTACTTCCTGGAGGAG

DC16              GGCGGGTCCTTCATCAGGCCGGAGGCTACGGGCTATGGCGCTGTCTACTTC---------

DC35              GGCGGGTCCTTCATCAGGCCGGAGGCTACGGGCTATGGCGCTGTCTACTTC---------

DC56              GGCGGGTCCTTCATCAGGCCGGAGGCTACGGGCTATGGCGCTGTCTACTTC---------

DC110             GGCGGGTCCTTCATCAGGCCGGAGGCTACGGGCTATGGCGCTGTCTACTTC---------

DC111             GGCGGGTCCTTCATCAGGCCGGAGGCTACGGGCTATGGCGCTGTCTACTTC---------

DC113F-up         GGCGGGTCCTTCATCAGGCCGGAGGCTACGGGCTATGGCGCTGTCTACTTC---------

DC113             GGCGGGTCCTTCATCAGGCCGGAGGCTACGGGCTATGGCGCTGTCTACTTC---------

                  ***************************************************         

AII_L40510.1      ATGTGCAAGGACAACAACACTGTGATCAGGGGTAAGAACGTCCTCCTTTCTGGCTCCGGC

DC16              ------------------------------------------------------------

DC35              ------------------------------------------------------------

DC56              ------------------------------------------------------------

DC110             ------------------------------------------------------------

DC111             ------------------------------------------------------------

DC113F-up         ------------------------------------------------------------

DC113             ------------------------------------------------------------

AII_L40510.1      AACGTTGCCCAGTTTGCTTGCGAGAAGCTCATTCAGCTTGGCGCAAAGGTCCTCACCTTC

DC16              ------------------------------------------------------------

DC35              ------------------------------------------------------------

DC56              ------------------------------------------------------------

DC110             ------------------------------------------------------------

DC111             ------------------------------------------------------------

DC113F-up         ------------------------------------------------------------

DC113             ------------------------------------------------------------                                                                              

AII_L40510.1      TCAGACTCCAACGGGACCATTGTCGACAAGGATGGGTTCAACGAGGAGAAGCTGGCTCAC

DC16              ------------------------------------------------------------

DC35              ------------------------------------------------------------

DC56              ------------------------------------------------------------

DC110             ------------------------------------------------------------

DC111             ------------------------------------------------------------

DC113F-up         ------------------------------------------------------------

DC113             ------------------------------------------------------------

                                                                              AII_L40510.1      CTCATGTACCTCAAGAACGAGAAGCGCGGG

DC16              ------------------------------

DC35              ------------------------------

DC56              ------------------------------

DC110             ------------------------------

DC111             ------------------------------

DC113F-up         ------------------------------

DC113             ------------------------------

BIV_L40508.1         CGCCGGACGCATCAACGTCAACCGCGGCTTCCGTATCCAGTACAACTCCGCTCTCGGGCC

DC29                 ------------------------------------------------------------

DC38                 ------------------------------------------------------------

DC01                 ------------------------------------------------------------

DC112F-up            ------------------------------------------------------------

DC43F-up             ------------------------------------------------------------

DC43                 ------------------------------------------------------------

DC39                 ------------------------------------------------------------

DC50                 ------------------------------------------------------------

DC110F-up            ------------------------------------------------------------

HM110A               ------------------------------------------------------------

HM110B               ------------------------------------------------------------

DC59                 ------------------------------------------------------------

BIII_AF069059.1      ----------ATCAACGTTAACCGCGGCTTCCGTATCCAGTACAACTCCGCTCTCGGGCC

   
                                                                              BIV_L40508.1         CTACAAGGGTGGTCTCCGCTTCCACCCCTCTGTCAACCTCTCGATCCTTAAGTTCCTCGG

DC29                 CTACAAGGGTGGTCTCCGCTTCCACCCCTCTGTCAACCTCTCGATCCTTAAGTTCCTCGG

DC38                 CTACAAGGGTGGTCTCCGCTTCCACCCCTCTGTCAACCTCTCGATCCTTAAGTTCCTCGG

DC01                 CTACAAGGGTGGTCTCCGCTTCCACCCCTCTGTCAACCTCTCGATCCTTAAGTTCCTCGG

DC112F-up            CTACAAGGGTGGTCTCCGCTTCCACCCCTCTGTCAACCTCTCGATCCTTAAGTTCCTCGG

DC43F-up             CTACAAGGGTGGTCTCCGCTTCCACCCCTCTGTCAACCTCTCGATCCTTAAGTTCCTCGG

DC43                 CTACAAGGGTGGTCTCCGCTTCCACCCCTCTGTCAACCTCTCGATCCTTAAGTTCCTCGG

DC39                 CTACAAGGGTGGTCTCCGCTTCCACCCCTCTGTCAACCTCTCGATCCTTAAGTTCCTCGG

DC50                 CTACAAGGGTGGTCTCCGCTTCCACCCCTCTGTCAACCTCTCGATCCTTAAGTTCCTCGG

DC110F-up            CTACAAGGGTGGTCTCCGCTTCCACCCCTCTGTCAACCTCTCGATCCTTAAGTTCCTCGG

HM110A               CTACAAGGGTGGTCTCCGCTTCCACCCCTCTGTCAACCTCTCGATCCTTAAGTTCCTCGG

HM110B               CTACAAGGGTGGTCTCCGCTTCCACCCCTCTGTCAACCTCTCGATCCTTAAGTTCCTCGG

DC59                 CTACAAGGGTGGTCTCCGCTTCCACCCCTCTGTCAACCTCTCGATCCTTAAGTTCCTCGG

BIII_AF069059.1      CTACAAGGGTGGTCTCCGCTTCCACCCCTCTGTCAACCTCTCGATCCTCAAGTTCCTCGG

                     ************************************************ ***********


BIV_L40508.1         CTTTGAGCAGATCCTGAAGAACTCCCTTACCACGCTTCCGATGGGCGGTGGTAAGGGCGG

DC29                 CTTTGAGCAGATCCTGAAGAACTCCCTTACCACGCTTCCGATGGGCGGTGGTAAGGGCGG

DC38                 CTTTGAGCAGATCCTGAAGAACTCCCTTACCACGCTTCCGATGGGCGGTGGTAAGGGCGG

DC01                 CTTTGAGCAGATCCTGAAGAACTCCCTTACCACGCTTCCGATGGGCGGTGGTAAGGGCGG

DC112F-up            CTTTGAGCAGATCCTGAAGAACTCCCTTACCACGCTTCCGATGGGCGGTGGTAAGGGCGG

DC43F-up             CTTTGAGCAGATCCTGAAGAACTCCCTTACCACGCTTCCGATGGGCGGTGGTAAGGGCGG

DC43                 CTTTGAGCAGATCCTGAAGAACTCCCTTACCACGCTTCCGATGGGCGGTGGTAAGGGCGG

DC39                 CTTTGAGCAGATCCTGAAGAACTCCCTTACCACACTTCCGATGGGCGGTGGTAAGGGCGG

DC50                 CTTTGAGCAGATCCTGAAGAACTCCCTTACCACACTTCCGATGGGCGGTGGTAAGGGCGG

DC110F-up            CTTTGAGCAGATCCTGAAGAACTCCCTTACCACGCTCCCGATGGGCGGTGGTAAGGGCGG

HM110A               CTTTGAGCAGATCCTGAAGAACTCCCTTACCACGCTCCCGATGGGCGGTGGTAAGGGCGG

HM110B               CTTTGAGCAGATCCTGAAGAACTCCCTTACCACGCTCCCGATGGGCGGTGGTAAGGGCGG

DC59                 CTTTGAGCAGATCCTGAAGAACTCCCTTACCACGCTCCCGATGGGCGGTGGTAAGGGCGG

BIII_AF069059.1      CTTTGAGCAGATCCTGAAGAACTCCCTTACCACGCTTCCGATGGGCGGTGGTAAGGGCGG

                     ********************************* ** ***********************

BIV_L40508.1         CTCCGACTTCGATCCTAAGGGCAAGTCGGACAACGAGGTCATGCGCTTCTGCCAGTCCTT

DC29                 CTCCGACTTCGATCCTAAGGGCAAGTCGGACAACGAGGTCATGCGCTTCTGCCAGTCCTT

DC38                 CTCCGACTTCGATCCTAAGGGCAAGTCGGACAACGAGGTCATGCGCTTCTGCCAGTCCTT

DC01                 CTCCGACTTCGATCCTAAGGGCAAGTCGGACAACGAGGTCATGCGCTTCTGCCAGTCCTT

DC112F-up            CTCCGACTTCGATCCTAAGGGCAAGTCGGACAACGAGGTCATGCGCTTCTGCCAGTCCTT

DC43F-up             CTCCGACTTCGATCCTAAGGGCAAGTCGGACAACGAGGTCATGCGCTTCTGCCAGTCCTT

DC43                 CTCCGACTTCGATCCTAAGGGCAAGTCGGACAACGAGGTCATGCGCTTCTGCCAGTCCTT

DC39                 CTCCGACTTCGATCCTAAGGGCAAGTCGGACAACGAGGTCATGCGCTTCTGCCAGTCCTT

DC50                 CTCCGACTTCGATCCTAAGGGCAAGTCGGACAACGAGGTCATGCGCTTCTGCCAGTCCTT

DC110F-up            CTCCGACTTCGATCCTAAGGGCAAGTCGGACAACGAGGTCATGCGCTTCTGCCAGTCCTT

HM110A               CTCCGACTTCGATCCTAAGGGCAAGTCGGACAACGAGGTCATGCGCTTCTGCCAGTCCTT

HM110B               CTCCGACTTCGATCCTAAGGGCAAGTCGGACAACGAGGTCATGCGCTTCTGCCAGTCCTT

DC59                 CTCCGACTTCGATCCTAAGGGCAAGTCGGACAACGAGGTCATGCGCTTCTGCCAGTCCTT

BIII_AF069059.1      CTCCGACTTCGATCCTAAGGGCAAGTCGGACAACGAGGTCATGCGCTTTTGCCAGTCCTT

                     ************************************************ ***********

BIV_L40508.1         TATGACCGAGCTCCAGAGGCACGTCGGGGCTGACACCGACGTTCCTGCTGGCGATATTGG

DC29                 TATGACCGAGCTCCAGAGGCACGTCGGGGCTGACACCGACGTTCCTGCTGGCGATATTGG

DC38                 TATGACCGAGCTCCAGAGGCACGTCGGGGCTGACACCGACGTTCCTGCTGGCGATATTGG

DC01                 TATGACCGAGCTCCAGAGGCACGTCGGGGCTGACACCGACGTTCCTGCTGGCGATATTGG

DC112F-up            TATGACCGAGCTCCAGAGGCACGTCGGGGCTGACACCGACGTTCCTGCTGGCGATATTGG

DC43F-up             TATGACCGAGCTCCAGAGGCACGTCGGGGCTGACACCGACGTTCCTGCTGGCGATATTGG

DC43                 TATGACCGAGCTCCAGAGGCACGTCGGGGCTGACACCGACGTTCCTGCTGGCGATATTGG

DC39                 TATGACCGAGCTCCAGAGGCACGTCGGGGCTGACACCGACGTTCCTGCTGGCGATATTGG

DC50                 TATGACCGAGCTCCAGAGGCACGTCGGGGCTGACACCGACGTTCCTGCTGGCGATATTGG

DC110F-up            TATGACCGAGCTCCAGAGGCACGTCGGGGCTGACACCGACGTTCCTGCTGGCGATATTGG

HM110A               TATGACCGAGCTCCAGAGGCACGTCGGGGCTGACACCGACGTTCCTGCTGGCGATATTGG

HM110B               TATGACCGAGCTCCAGAGGCACGTCGGGGCTGACACCGACGTTCCTGCTGGCGATATTGG

DC59                 TATGACCGAGCTCCAGAGGCACGTCGGGGCTGACACCGACGTTCCTGCTGGCGATATTGG

BIII_AF069059.1      TATGACTGAGCTCCAGAGGCACGTCGGGGCTGACACCGACGTTCCTGCTGGCGATATTGG

                     ****** *****************************************************

BIV_L40508.1         CGTCGGCGGTCGCGAGATCGGTTATCTGTTTGGACAGTATAAGCGCCTCAGGAACGAGTT

DC29                 CGTCGGCGGTCGCGAGATCGGTTATCTGTTTGGACAGTATAAGCGCCTCAGGAACGAGTT

DC38                 CGTCGGCGGTCGCGAGATCGGTTATCTGTTTGGACAGTATAAGCGCCTCAGGAACGAGTT

DC01                 CGTCGGCGGTCGCGAGATCGGTTATCTGTTTGGACAGTATAAGCGCCTCAGGAACGAGTT

DC112F-up            CGTCGGCGGTCGCGAGATCGGTTATCTGTTTGGACAGTATAAGCGCCTCAGGAACGAGTT

DC43F-up             CGTCGGCGGTCGCGAGATCGGTTATCTGTTTGGACAGTATAAGCGCCTCAGGAACGAGTT

DC43                 CGTCGGCGGTCGCGAGATCGGTTATCTGTTTGGACAGTATAAGCGCCTCAGGAACGAGTT

DC39                 CGTCGGCGGTCGCGAGATCGGTTATCTGTTTGGACAGTATAAGCGCCTCAGGAACGAGTT

DC50                 CGTCGGCGGTCGCGAGATCGGTTATCTGTTTGGACAGTATAAGCGCCTCAGGAACGAGTT

DC110F-up            CGTCGGCGGTCGCGAGATCGGTTATCTGTTTGGACAGTATAAGCGCCTCAGGAACGAGTT

HM110A               CGTCGGCGGTCGCGAGATCGGTTATCTGTTTGGACAGTATAAGCGCCTCAGGAACGAGTT

HM110B               CGTCGGCGGTCGCGAGATCGGTTATCTGTTTGGACAGTATAAGCGCCTCAGGAACGAGTT

DC59                 CGTCGGCAGTCGCGAGATCGGTTATCTGTTTGGACAGTATAAGCGCCTCAGGAACGAGTT

BIII_AF069059.1      CGTCGGCGGTCGCGAGATCGGTTATCTGTTTGGACAGTACAAGCGCCTCAGGAACGAGTT

                     ******* ******************************* ********************

BIV_L40508.1         TACGGGCGTCCTCACGGGCAAGAACATCAAGTGGGGCGGGTCTCTCATCAGACCAGAGGC

DC29                 TACGGGCGTCCTCACGGGCAAGAACATCAAGTGGGGCGGGTCTCTCATCAGACCAGAGGC

DC38                 TACGGGCGTCCTCACGGGCAAGAACATCAAGTGGGGCGGGTCTCTCATCAGACCAGAGGC

DC01                 TACGGGCGTCCTCACGGGCAAGAACATCAAGTGGGGCGGGTCTCTCATCAGACCAGAGGC

DC112F-up            TACGGGCGTCCTCACGGGCAAGAACATCAAGTGGGGCGGGTCTCTCATCAGACCAGAGGC

DC43F-up             TACGGGCGTCCTCACGGGCAAGAACATCAAGTGGGGCGGGTCTCTCATCAGACCAGAGGC

DC43                 TACGGGCGTCCTCACGGGCAAGAACATCAAGTGGGGCGGGTCTCTCATCAGACCAGAGGC

DC39                 TACGGGCGTCCTCACGGGCAAGAACATCAAGTGGGGCGGGTCTCTCATCAGACCAGAGGC

DC50                 TACGGGCGTCCTCACGGGCAAGAACATCAAGTGGGGCGGGTCTCTCATCAGACCAGAGGC

DC110F-up            TACGGGCGTCCTCACGGGCAAGAACATCAAGTGGGGCGGGTCTCTCATCAGACCAGAGGC

HM110A               CACGGGCGTTCTCACGGGCAAGAACATCAAGTGGGGTGGGTCTCTCATCAGACCAGAGGC

HM110B               CACGGGCGTTCTCACGGGCAAGAACATCAAGTGGGGTGGGTCTCTCATCAGACCAGAGGC

DC59                 CACGGGCGTCCTCACGGGCAAGAACATCAAGTGGGGCGGGTCTCTTATCAGACCAGAGGC

BIII_AF069059.1      CACGGGCGTCCTCACGGGCAAGAACATCAAGTGGGGCGGGTCTCTCATCAGGCCAGAGGC

                      ******** ************************** ******** ***** ********

BIV_L40508.1         CACAGGGTATGGAGCTGTCTACTTCCTGGAGGAGATGTGCAAGGATAACAACACCGTAAT

DC29                 CACAGGGTATGGAGCTGTCTACTTC-----------------------------------

DC38                 CACAGGGTATGGAGCTGTCTACTTC-----------------------------------

DC01                 CACAGGGTATGGAGCTGTCTACTTC-----------------------------------

DC112F-up            CACAGGGTATGGAGCTGTCTACTTC-----------------------------------

DC43F-up             CACAGGGTATGGAGCTGTCTACTTC-----------------------------------

DC43                 CACAGGGTATGGAGCTGTCTACTTC-----------------------------------

DC39                 CACAGGGTATGGAGCTGTCTACTTC-----------------------------------

DC50                 CACAGGGTATGGAGCTGTCTACTTC-----------------------------------

DC110F-up            CACAGGGTATGGAGCTGTCTACTTC-----------------------------------

HM110A               CACAGGGTATGGAGCTGTCTACTTC-----------------------------------

HM110B               CACAGGGTATGGAGCTGTCTACTTC-----------------------------------

DC59                 CACAGGGTATGGAGCTGTCTACTTC-----------------------------------

BIII_AF069059.1      CACAGGGTATGGAGCTGTCTACTTCCTGGAGGAGATGTGCAAGGATAACAACACCGTAAT

                     *************************                                   


BIV_L40508.1         CAGGGGCAAGAACGTCCTCCTCTCTGGCTCTGGCAACGTTGCTCAGTACGCGTGCGAGAA

DC29                 ------------------------------------------------------------

DC38                 ------------------------------------------------------------

DC01                 ------------------------------------------------------------

DC112F-up            ------------------------------------------------------------

DC43F-up             ------------------------------------------------------------

DC43                 ------------------------------------------------------------

DC39                 ------------------------------------------------------------
DC50                 ------------------------------------------------------------

DC110F-up            ------------------------------------------------------------

HM110A               ------------------------------------------------------------

HM110B               ------------------------------------------------------------

DC59                 ------------------------------------------------------------

BIII_AF069059.1      CAGGGGCAAGAACGTCCTTCTCTCTGGCTCTGGCAACGTTGCCCAGTACGCGTGCGAGAA

                                                                                 BIV_L40508.1         GCTCCTCCAGCTCGGTGCGAAGGTCCTCACCTTCTCGGACTCCCACGGGACTATCGTCGA

DC29                 ------------------------------------------------------------

DC38                 ------------------------------------------------------------

DC01                 ------------------------------------------------------------

DC112F-up            ------------------------------------------------------------

DC43F-up             ------------------------------------------------------------

DC43                 ------------------------------------------------------------

DC39                 ------------------------------------------------------------

DC50                 ------------------------------------------------------------

DC110F-up            ------------------------------------------------------------

HM110A               ------------------------------------------------------------

HM110B               ------------------------------------------------------------

DC59                 ------------------------------------------------------------

BIII_AF069059.1      GCTCCTCCAGCTCGGTGCGAAGGTCCTCACCTTCTCGGACTCCAACGGGACTATCGTCGA

BIV_L40508.1         TAAGGATGGCTTCAACGAGGAGAAGCTGGCCCACCTCATACACCTCAAGAATGAGAAGCG

DC29                 ------------------------------------------------------------

DC38                 ------------------------------------------------------------

DC01                 ------------------------------------------------------------

DC112F-up            ------------------------------------------------------------

DC43F-up             ------------------------------------------------------------

DC43                 ------------------------------------------------------------

DC39                 ------------------------------------------------------------

DC50                 ------------------------------------------------------------

DC110F-up            ------------------------------------------------------------

HM110A               ------------------------------------------------------------

HM110B               ------------------------------------------------------------

DC59                 ------------------------------------------------------------

BIII_AF069059.1      TA----------------------------------------------------------

                                                                                 BIV_L40508.1         CGGG

DC29                 ----

DC38                 ----

DC01                 ----

DC112F-up            ----

DC43F-up             ----

DC43                 ----

DC39                 ----

DC50                 ----

DC110F-up            ----

HM110A               ----

HM110B               ----

DC59                 ----

BIII_AF069059.1      ----

01
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