Supplementary material
Diagnostic Interviews. The majority (n = 59, 23 HC, 34 rMDD, 2 aMDD) of participants were interviewed using the Diagnostic Interview for Genetic Studies (DIGS; Nurnberger et al. 1994) and also completed the Hamilton Depression Scale (Ham-D; Hamilton, 1960). Diagnosis of remitted Major Depressive Disorder (rMDD) or establishment that the individual was Never Mentally Ill (NMI) and therefore a Healthy Control (HC) was determined using the DIGS and confirmed using a modified Family Interview for Genetic Studies (FIGS) completed with a parent or guardian (Nurnberger et al. 1994). The remaining aMDD participants derived from fMRI prior to studies of medication and cognitive behavior therapy for the treatment of MDD and were diagnosed using the Structured Clinical Interview for Diagnosis (SCID; First et al. 2002) or KSADS (Kaufman et al. 1997). Three HCs were also interviewed using the SCID.

Participant Characteristics. Supplementary Table S1 details clinical and demographic information across HC, single episode, and multiple episode groups. Individuals with multiple episodes were more likely to have a history of comorbid anxiety (χ2 = 17.70, df = 2, p < .01); however, individuals with a single episode were more likely to have a history of substance abuse (χ2 = 10.48, df = 4, p = .03). Individuals with multiple episodes had a younger age of first MDE onset (F = 17.92, df = 1, p < .01) than individuals with single episodes (13 versus 18 years of age on average). Individuals with single and multiple episodes had higher HAM-D scores (F = 10.76, df = 2, p < .01). 

fMRI Preprocessing. Several steps were taken to reduce potential sources of noise and artifact. Slice timing was completed with SPM8 (http://www.fil.ion.ucl.ac.uk/spm/doc/) and motion detection algorithms were applied using FSL (http://fsl.fmrib.ox.ac.uk/fsl/fslwiki/). Coregistration of structural images to functional images was followed by spatial normalization of the coregistered T1-spgr to the Montreal Neurological Institute (MNI) template. The resulting normalization matrix was then applied to the slice-time-corrected, physiologically corrected, time series data. These normalized T2* time-series data were spatially smoothed with a 5mm Gaussian kernel resulting in T2* images with isotropic voxels, 2mm on a side.

Available Sample and Usable Sample. Given movement is an area of particular concern for fcMRI studies (Power et al. 2012), we used stringent criteria to evaluate for the potential effects of movement on signal. We first evaluated average standard deviations of movement in the x, y, and z planes in a sample of 33 Healthy Controls (HCs), 38 individuals with remitted MDD (rMDD), and 32 individuals with active MDD (aMDD). Two methods were used to reduce the influence of movement on results: 1) normality plots of the average standard deviation of movement values in the x, y, and z planes were examined and those with values greater than 2 standard deviations were excluded 2) individuals with any TR to TR movements greater than .5mm across three consecutive TRs were excluded. Combining these two methods resulted in the most stringent movement sample of 26 HC, 34 rMDD, and 17 aMDD. 

Visual inspection of movement files suggested that individuals in the aMDD group moved more than other population groups during the resting state scan resulting in a larger proportion being excluded. The number of aMDD individuals excluded based on movement (n = 10) was greater than the other two groups, whereas the number of rMDD (n = 4) individuals excluded based on movement was lower than the other two groups (χ2= 6.59, df = 2, p < .05).  Further reflecting this difference, excluded individuals had higher HAM-D scores (M = 12.15, SD = 10.25) than those who were included (M = 5.27, SD = 7.67; F = 13.11, df = 1, p < .01). In addition, the available sample (M = 26.15, SD = 12.02) was older than the usable sample (M = 21.38, SD = 1.65; F = 11.74, df = 1, p < .01), as the fMRI treatment studies had a wider age range inclusion criteria than the rMDD study. Samples did not differ in years of education, scanner site, race, or sex. Supplementary Fig. S1 illustrates extractions including the full sample of movers in comparison to the individuals who met movement parameters (i.e., still), highlighting the importance of monitoring and excluding for movement.

Scanning site. Scanning site was evaluated as a potential technical confound. The GE scanner at UM was a Signa scanner and the UIC scanner was a Discovery. The acquisition of forward spiral at UM differed from EPI at UIC. Even though resting state fMRI is thought to be relatively impervious to local scanner specifics, between-site differences could potentially bias any results observed. A general linear model evaluating the effects of site, diagnosis, and the site-by-diagnosis interaction on extracted connectivities indicated an effect of diagnosis (F = 2.23, df = 2, p < .01) and of site (F = 3.64, df = 1, p < .01), but the site-by-diagnosis interaction was not significant (F = .78, df = 2, p = .75). The effect of site derived from connectivity of the subgenual anterior cingulate cortex (sgACC) to the hippocampus and to the OFC with higher connectivity at UIC than at UM, irrespective of group.
We examined whether or not there were clinical or demographic differences within the final sample for each site and found that MDD participants at UIC (n=18 (55%)) had a greater frequency of comorbid anxiety disorder than those at UM (n=11 (25%); χ2= 7.01, df = 1, p < .01). A higher frequency of participants at UIC (n=21 (75%)) reported a past history of psychiatric medication use compared to those at UM (n=13 (30%); χ2= 17/64, df = 2, p < .01). Participants across sites did not differ in terms of age, education, IQ, proportion of ethnic minorities, history of comorbid substance abuse or dependence, number of depressive episodes, duration of longest episode, number of psychiatric hospitalizations, self-report anxiety, or self-report depression. 
Supplementary Fig. S1. Extractions of connectivity data from the PCC seed illustrating the full sample of individuals who moved versus those who were still
Supplementary Fig. S1 illustrates how inclusion of the Active MDD indivdiuals with movement would have resulted in a non-significant difference between active MDD and remitted MDD between PCC seed and adjacent PCC region. There were two other regions of significant main effect that would have been mitigated had the group of active MDD movers been included.
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