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Table S1. Matrix with the average genetic distances (uncorrected p-distance) for the three genes

analysed (18S, 28S and COI).

Table S2. Results of the correlations between the first three principal components (PC1, PC2 and

PC3) and the linear measurements of Parapharyngodon and Thelandros individuals.

Fig. S1. Morphology of the three genetic lineages. a-c) P. echinatus lineage: a) general view of an 

adult male, b) anterior end of the lateral alae, c) posterior end of male, ventral view; d-g) T. galloti 

lineage: d) general view of an adult male, e) anterior end of the lateral alae, f-g) posterior end of 

male,  ventral  view;  h-k)  Thelandros clade:  h)  general  view  of  an  adult  male,  i)  anterior  end 

highlighting the nerve ring position, j-k) posterior end of male. LA, lateral alae; CA, caudal alae;  

CP, caudal papillae; ClP, cloacal papillae; Sp, spicula; NR, nerve ring.

Fig. S2. Phylogenetic trees of the estimated relationships based on the BI analysis of the a) 18S

rRNA, b) 28S rRNA and c) COI single genes.



 



 

 





Figure S2a.  Phylogenetic trees of the estimated relationships based on the BI analysis of the 18S rRNA gene. Bayesian posterior probabilities are  

given on the nodes. Additional information regarding sample codes is provided in Table 1.



Figure S2b.  Phylogenetic trees of the estimated relationships based on the BI analysis of the 28S rRNA gene. Bayesian posterior probabilities are 

given on the nodes. Additional information regarding sample codes is provided in Table 1.



Figure S2c.  Phylogenetic trees of the estimated relationships based on the BI analysis of the COI gene. Bayesian posterior probabilities are given on 

the nodes. Additional information regarding sample codes is provided in Table 1.


