Table S2. List of primers used in qRT-PCR expression analysis of SiWRKY genes.

	Name
	Forward Primers (5′- 3′)
	Reverse Primers (5′- 3′)

	actin-7
	ATTGTCGGCAACTGGGATG
	CGGGCAGTTGAATGTCTCG

	18sRNA
	AACTGGGTTGATGAAGGTATGG
	ACCTCCCACCAGCAGAACC

	SiWRKY1
	CCAGGTGAAGAAGGTGGTCTG
	AGGATGAAGGTGTTGGGGTC

	SiWRKY2
	GTGGATGACAAGAAGAGGGTGA
	GCTTTTGCCCATACTTTCTCC

	SiWRKY3
	CACGCTCAGGCATTCTTCC
	GTCTCAGAGCAGGTCAACAAGG

	SiWRKY4
	CCGCCTCCGATTATTACCC
	TTCCGTTTCTTGGAGCAGTG

	SiWRKY5
	ACTTCAACTACCGAGCCAACC
	CTCCAGAGCAGCCCAACG

	SiWRKY6
	TGGGCTTGGAGGAAGTATGG
	TGTTCTTGGCGTGGTGAGAC

	SiWRKY7
	AGCACGAGCTTCACGGACA
	CGGGAAGATACTGGAGGTGAG

	SiWRKY8
	TGGCGACACCCTGCTACG
	GCGGCACCATGTCATCAAG

	SiWRKY9
	GCAGCGAGGAGGTGCATAG
	TCCCAAAGGAACCAAACGAG

	SiWRKY10
	CAGAAGGTCATTAAAGGCAATCC
	CAAGTGAACAAAGGTGGTGAGTG

	SiWRKY11
	GCGGATGAAGGTGAGGAGG
	GGATGGAGGCTGTTCTTGACA

	SiWRKY12
	 TGCTGTGTGCAGTCAAAGAGG
	CATCATCGCCATCGGAGC

	SiWRKY13
	TGCCAGGTCAAGAAGAAGGTG
	TGTGACCCTTGGTTGTCGG

	SiWRKY14
	CCCAAGGGGCTACTACCG
	CCTCTGGACGCAGGTGTG

	SiWRKY15
	CAGAAGCGCCAGAACAGGA
	TGCGGTTGATGCCGTTTC

	SiWRKY16
	CCTGCCCCGTCAAGAAGA
	TCGATGCGTCAGTGACATACTC

	SiWRKY17
	CCCTGGCTGTTCAGTGCG
	TGTGCTGGTTCTTGCCTACG

	SiWRKY18
	CGAAACGCAGGAAAATGGA
	CACTACTTTCTGCCCATACTTGC

	SiWRKY19
	CAACACGCAGGTGACGCA
	ACGGGCTGTTCTTGACGG

	SiWRKY20
	AACAAGCAGGATGGGACGG
	TTGCCATCTTCTGCCCATAC

	SiWRKY21
	TACCAACTCAAAGCACCAAAGG
	ATGGGGCAGAGCAGGACC

	SiWRKY22
	GTTTCAAATGGAGGAAGTATGGG
	GCCGTCGTAGGTGGTGATG

	SiWRKY23
	GGACTACTTGGACTTGGAACACG
	TGGCTCTTCTTGCTTCTTTTAGG

	SiWRKY24
	CCGTGAAGCAGGAAATGGAG
	GCTTTGCTCCTCTTGCAGTTC

	SiWRKY25
	ATGACGCCCTACTGGTTCG
	CAGCATTCGTGTAGAACTCTTCG

	SiWRKY26
	AACGAGGTAGATCACAGGGAAAC
	GCTTCTGTGGTTATTCCTTTGC

	SiWRKY27
	GACGCCGCTGGACTACGA
	CGACGACATCGACATGCTATTC

	SiWRKY28
	GACGGCTACAAGTGGAGGAAG
	CTGGGGTCGTCCTTGTCC

	SiWRKY29
	TGGCGACAAGGCAACGAG
	TGTTCTTGACGGCCTTCTGG

	SiWRKY30
	GATGGGAACAAGAGTTGAGAAGAG
	GAAGTAGAACCTCGGGTACTTGC

	SiWRKY31
	AGCGATGACCACAAGTGTCC
	GCACTACTGCTGCTTGAGGTG

	SiWRKY32
	ACTCGCCGATACTCCTGACG
	GGAACGTGAAGTCGGTGTACTG

	SiWRKY33
	GAGGCCGATAACGGGTCG
	TGTCGCTCAGCGTCTGCA

	SiWRKY34
	AGGGGCAGAGCGAGGTCA
	TGGGTGCTTGGAGTTTTGTATC

	SiWRKY35
	GCACCCACAAGAACTACTACGG
	ATGTTGGCAATGGCAGTCG

	SiWRKY36
	AAAGGTGGTGAAGGGCAGTG
	TGCCCGCTTATTTGGTGG

	SiWRKY37
	TTCTTGGCGGAAGTATGGG
	GTGCTCGCCTTCATATGTCAC

	SiWRKY38
	ATGCCCCGTCAGAAAACAG
	GGAGGAGCCCGATGTAAGC

	SiWRKY39
	TTCCCCTCCGTGCCTTTC
	GCCCAGCGTGGTGGTAGA

	SiWRKY40
	GTGTAGCACCGACAAGCAATG
	GGCGGTGATGTTGACGAAC

	SiWRKY41
	CCACCGACACCACCAAGTC
	CATATCCGCACCCTCAAGC

	SiWRKY42
	GGAGAACAAGCGTCTGAGCG
	GACTGGCGGTTGTTGTTGC

	SiWRKY43
	CCTCATACCCACCTGAACACC
	TGCTCGCCATTCTCCCTC

	SiWRKY44
	CCGTCAGGGTCAAATGCG
	GGGAGCTGGTGGTTGTGC

	SiWRKY45
	ATCGGGTGGGAATAATGGC
	TTGGGGCTGCTCTTGACC

	SiWRKY46
	AAGGAGCAAGAAGAGCCAGC
	CCCTTGATGGGCTTTTGG

	SiWRKY47
	GCCCAACTCCTCGGTGTC
	GGGTTTGTTCGCTTTCGTG

	SiWRKY48
	GCGTCCCCTTTCGTGTCC
	TAGCTGGCCGGGTTCTCC

	SiWRKY49
	GTCCCGATGGCCAACATC
	AGTAGGGAGGTGCCAATAGGTC

	SiWRKY50
	CGGCGTTGATGATGTCGG
	TTGGGCTTGGAGCGTGTC

	SiWRKY51
	CCAACGCCTCGTCGTCTC
	TTGCTGTGGACGAAGGGTG

	SiWRKY52
	GCAAGAAGTCCGTAAAGAACAGC
	TGGGTGGCGTAGTAGATGGTG

	SiWRKY53
	GCGCTTGTGACGACCGAG
	CATCGTCCCGTACAGCATCTC

	SiWRKY54
	AGCAGTGGCGGTGGTAAGG
	CCGTCGTCCAGGATGTCG

	SiWRKY55
	CGGAGATCAGCAACCCACC
	AAATGGAAGAACCTGATGGACC

	SiWRKY56
	AGATTGCCGATGCCTCTTTG
	TGACAGTGAGCAAGGAGGAGAC

	SiWRKY57
	TCAAGGGAAGGGTTGGTGC
	GGAAGGCAGGCTGCTGATC

	SiWRKY58
	GTAAGGACGGGCAATAGCTTC
	CGAGGGTGTAATCTCCTTCTTG

	SiWRKY59
	CCGTGCCTTCACCGTCTG
	GCCGTACTTCCGCCACTG

	SiWRKY60
	GAGGTCGGGTTCGAGTTCG
	GCTCCCGTCCAAGAACTCC

	SiWRKY61
	GACCGAACCGTGCGTGAC
	GCACCGAGGGAAAGGAACA

	SiWRKY62
	ATGGATACAAGTGGAGGAAATACG
	TGGGGTGAGTAGTTGAAGGTGTAG

	SiWRKY63
	GAAGAATAGCCTGACGCTGGAC
	CACGGACGACAGGAACGAG

	SiWRKY64
	AAGCCATTTTCATCTGAGCCA
	CTTTTTAGCCGAACAACCTGAG

	SiWRKY65
	CTCACCGACCGCTCCATC
	GTGGCCTTGCGCTTCTTG

	SiWRKY66
	GAAGGAAGATGGAGGTTTCTGC
	TTGGATTTCCTTTGACAACTTTC

	SiWRKY67
	CCATAGATGCTGGCTCAGATACC
	CCATCAAATGACAAACGAGGC

	SiWRKY68
	CCGAAGGTTGCGGACATC
	CGTGCTGCACTTGTAGTATCCC

	SiWRKY69
	ACGCTCACGCCGTATTTTG
	CCTCGAATACTGGCGGGTC

	SiWRKY70
	TTGTTGCCCAGATGTTCCAG
	ATGATGGAGGTTAGCAGTAGCAC

	SiWRKY71
	CACCTACACCTCCGAGCACA
	GCTGTTGCTTCTCGTTCTGC

	SiWRKY72
	GAAGAGGACCATCAGAGTGCC
	AGTAGCCCCGTGGGTAAGG

	SiWRKY73
	CAACTTTACCACCGTGCCTTAC
	CATGGGAGGGTCACTGTTACAG

	SiWRKY74
	GGAAGTATGGCGAGAAGAAGC
	ATAAGTGACGGAGAACAATGGC

	SiWRKY75
	CAAAGCAAAGCATTTTAGGAGC
	TGGTACGCTATGACTTGTTGTCTC

	SiWRKY76
	GAGGGCGAGCACAACCAC
	CGGAGGCGTTGATGGAGA

	SiWRKY77
	CACCTGGAGCAGCAGTAGTTG
	GGTCAATCGTCCAACCATCC

	SiWRKY78
	GGACAGAGGGACAAGTGAAGC
	CCTCCCATTTATGTTCTTCTGC

	SiWRKY79
	CAAAGCAAAGCATTCTAGGAGC
	TCAACATCGAACAACCTCACC

	SiWRKY80
	CTGGACCTCGGATACTTACGC
	GCTGGACTTGCTTTGTGGC

	SiWRKY81
	CACAACCTCCTCAGCGACG
	TTTTGCCTTCCAACATCACC

	SiWRKY82
	GCACCTTCCCTAACTGTCCC
	TCCGCCAAACTTTCCCTC

	SiWRKY83
	TGCTGCAACACTGCAACCA
	GCGGCACCATGTCATCAAG

	SiWRKY84
	CGAGAACTGGGGCGTGTC
	CTCCCCGAACTCGAACTCC

	SiWRKY85
	TCAAGGGAAGGGTTGGTGC
	GGAAGGCAGGCTGCTGATC

	SiWRKY86
	AGCAACTATCGGCAACCACC
	CGTTATTCCTCCCACATCACC

	SiWRKY87
	ACCTGTAACTTCAATGGCAACG
	AGAATGTTTGGTGGTCATCAGG

	SiWRKY88
	GCAAATCCAGCAACAGAGTAGC
	ATCATTCCATTGGGATTACAGG

	SiWRKY89
	AAGTTCCCAAGAAGCTACTACAGG
	TCTGAGTGAGAATGTGCTCGAAG

	SiWRKY90
	GCTCTGCCAGTTTGTGATGG
	CCAGCAATTTAAGGCGTAGGTAG

	SiWRKY91
	TCCTACATTGCTGCGACCG
	AAGCCGTCCTCCATTGTCC

	SiWRKY92
	ATGGCGAGGAAGCAAGTAGAG
	GTATCCAGCAAGCACATTTCG

	SiWRKY93
	ATGGGCAGAAACCAATCAAAG
	GCGTGGTTGTGGTCGTTCTC

	SiWRKY94
	AACTAAAATCGGAACTGGCACA
	CCAACAAAACTCCAAATGAAAAG

	SiWRKY95
	CAGCACTGCCACCACATTG
	CGGGCTAACGATGGTCTCC

	SiWRKY96
	TCATCGTCTCGCTCGTTCC
	CCACTCCCATCCTCCCTACC

	SiWRKY97
	CAGGACGGGTATGAGTGGAAG
	TGCCACTCCACCTTCTTCTTG

	SiWRKY98
	CAAGAAGAAGGTGGAGTGGCA
	AGCTCGTACCTGTTGGAGGC

	SiWRKY99
	GAGAAGCAGGACCGTCAGGA
	GGATGGGCGCTATTCAACAC

	SiWRKY100
	TACCCGAGGGGATACTACCG
	TGTGGTCGGAGGTGTAGGTG

	SiWRKY101
	TATCAACTCTGCCGTCACATACTG
	CGCCAGTTGTATCCATCGTC

	SiWRKY102
	GGGAACACGAGGAAACGC
	GCCTTGGTCTGACCTGTGC

	SiWRKY103
	TACCAACTCAAAGCACCAAAGG
	ATGGGGCAGAGCAGGACC


