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20201
20202
17002
17523
12796
19152
13035
19074
18054
245195
20862
21946
50701
213002
20861
319171
231507
11857
433016
11690
16819
319173
20200
319191
1840
14289
69134
68891
319170
58218
170813
20208
68922
20195
20527
17972
319165
321018
100044164
20775
19267
12721
102910
20343
100039751
230558
68713
17110
23833
12986
12765
328780
104183
53877
18022
17395
100689

Symbol
S100a8
S100a9

Ltf

Mpo
Camp
Prtn3
Ctsg
Prg2
Ngp
Retnlg
Stfa2
Pglyrpl
Ela2
Ifitm6
Stfal
Histlh2ao
Plac8
Arhgdib
Gmb5483
Alox5ap
Lcn2
Histlh2af
S100a6
Histlh2ai
Orm2
Fpr2
Fam25c
Cd177
Histlh2an
Trem3
Ms4a3
Saal
Dnaicl
S100a11
Slc2a3
Ncf4
Hist1lh2ad
Serpina4-psl
LOC100044164
Sqle
Ptpre
Corola
Armcx4
Sell
Gm16422
C8a
Ifitm1
Lyz

Cd52
Csf3r
118rb
Prss34
Chi3l4
Eard
Nfe2
Mmp9
Spon2
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94179
100044218
26897
13119
666168
76487
12945
432720
171281
53376
19734
22359
381530
67442
229599
171282
13074
98952
19049
18631
13087
26557
76654
69083
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217843
16780
21877
27273
71562
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225994
83961
21743
109900
26378
19885
64898
244152
56338
14373
18627
71706
277010
67876
235674
13089
319476
18551
227393
100047579
13108
226744
18984
100213
12577
20216

Symbol
Krt23
LOC100044218
Acotl
Cyp4ald
Cyp4a3l
Ppplr3g
Dmbtl
Akrlcl9
Acot3
Usp2
Rgs16
Vidir
Mup20
Retsat
Gm129
Acot4
Cypl7al
Fam102a
Ppplrlb
Pexlla
Cyp2a5
Homer2
Upp2
Sultlc2
LOC236060
Unc79
Lamb3
Tkl
Pdk4
Afmid
Aldh3a2
BC016495
Nrg4
Inmt
Asl
Decr2
Rorc
Lpin2
Tsku
Txnip
G0s2
Per2
Slc46a3
Marveldl
Coql0b
Acaalb
Cyp2b13
Lrtm1
Pcsk4
Gm1833
LOC100047579
Cyp2g1l
Cnst
Por
Rusc2
Cdknlc
Acsm3
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12702
12655
13587
93719
246691
20660
666559
100047827
17105
17837
53876
20219
15186
12962
100039346
14134
19659
14825
268700
18746
100034684
13649
19354
110794
319202
14727
11867
20555
234199
66961
668181
50501
26877
246277
384009
677289
74145
74754
331535
17916
12274
433470
57349
98386
665235
22177
235712
15129
16854
100045280
433476
245892
29811
53313
16176
11745
12279
74117
12306
319169

Socs3
Chi3l3
Ear2
Ear6
Prokl
Sorll
Gma8163
LOC100047827
Lyz2
Mug?2
Ear3
Apcs
Hdc
Crybb3
Gm2174
Fcnb
Rbpl
Cxcll
LOC268700
Pkm2
BC100530
Egfr
Rac2
Cebpe
1200016E24Rik
Gp49a
Arpclb
Slfnl
Fgll
Neatl
Ncf2-rs
Prok2
B3galtl
Csad
Glipr2
Gm14492
F13al
Dhcr24
Serpina7
Myolf
C6
AA467197
Ppbp
Lbr
Gm7547
Tyrobp
Mrgpra2
Hbb-bl
Lgals3
LOC100045280
Gm14044
GM1854
Ndrg?2
Atp2a3
II1b
Anxa3
9
Actr3
Anxa2
Histlh2ak

3.22
3.20
3.14
3.12
3.08
3.07
3.03
3.01
3.00
2.97
2.97
2.96
2.94
2.92
291
2.88
2.87
2.85
2.84
2.82
2.80
2.79
2.78
2.76
2.75
2.72
2.72
2.72
2.72
2.71
2.71
2.71
2.70
2.68
2.68
2.67
2.66
2.66
2.64
2.63
2.62
2.61
2.61
2.58
2.58
2.58
2.57
2.57
2.54
2.54
2.52
2.52
2.51
2.50
2.49
2.49
2.46
2.45
244
2.44
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59
60
61
62
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114664
12350
17380
12401

216134

245038

Hsd17b11
Car3
Mme
Serpina6
Pdxk
Dclk3
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170
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173
174
175
176
177

67855
13723
69638
640530
233406
17345
110172
19035
67705
17067
72042
246707
319176
13167
635470
20848
227929
16995
15019
20345
16426
16792
270198
170733
66175
380712
19241
54353
100034251
16427
212032
226594
381561
231805
72007
668038
100043527
54683
14131
14191
17988
71756
100045680
105171
71819
20491
15331
13121
433712
15458
16859
100044439
20661
14685
110382
18140
319168
231368
73723
100042405

Asprvl
Emb
Enho
Gm7298
Prcl
Mki67
Slc35b1
Ppib
1810058124Rik
Ly6cl
Cotll
Emilin2
Hist2h2ac
Dbi
Gm14407
Stat3
Cytip
Ltb4rl
H2-Q8
Selplg
Itih3
Laptm5
Pfkfb4
Klral7
Mustnl
Tled2
Tmsb4x
Skap2
Gm11428
Itihd
Hk3
Resdl
LOC381561
Pilra
Fndc3b
Gm8&940
Gm10443
Prdx5
Fcgr3
Fgr
Ndrgl
Cpn2
LOC100045680
Arrdc3
Kif23
Sla
Hmgn2
Cyp51
Rpsa-psll
Hpx
Lgals9
LOC100044439
Sortl
Gnatl
C8b
Uhrfl
Histlh2ah
Gm4866
Sh3bgrl3
Gm10282

244
243
2.40
2.40
2.40
2.39
2.38
2.38
2.38
2.37
2.37
2.37
2.37
2.37
2.35
2.34
2.33
2.33
231
231
231
2.30
2.30
2.30
2.30
2.29
2.29
2.29
2.27
2.26
2.26
2.26
2.25
2.25
2.24
2.24
2.24
2.24
2.23
2.23
2.22
2.21
2.21
2.20
2.19
2.19
2.19
2.19
2.19
2.17
2.16
2.16
2.16
2.16
2.16
2.15
2.15
2.15
2.15
2.15



178
179
180
181
182
183
184
185
186
187
188
189
190
191
192
193
194
195
196
197
198
199
200
201
202
203
204
205
206
207
208
209

18301
108687
68342
338365
76933
21810
228966
21991
12007
26367
97165
110208
211666
102545
54710
76448
19261
225134
100045668
29875
20211
171567
14276
16498
20702
76709
27261
629595
50762
671641
16644
63986

Fxyd5
Edem2
Ndufb10
Slc41a2
Ifi27
Tgfbi
Ppplr3d
Tpil
Azgpl
Ceacam2
Hmgb2
Pgd
Mgst2
Cmtm7
Hs3st3b1
2310014H01Rik
Sirpa
Gm4833
Gm10362
Iggapl
Saad
Nme7
Folr2
Kcnab2
Serpinalc
Arpc2
Dok3
Gm6988
Fbxo6
Gm10063
Kngl
Gmfg

2.14
2.14
213
2.13
212
212
211
211
211
2.10
2.09
2.08
2.08
2.08
2.07
2.06
2.06
2.06
2.05
2.04
2.04
2.04
2.04
2.03
2.03
2.03
2.02
2.02
2.02
2.01
2.01
2.00






TH/SH Liver Gene List
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20202
20208
17067
17709
19200
12796
13035
18140
19152
21346
246277
21973
50908
16852
214403
18727
20862
20211
231805
12654
68922
319168
319176
14289
11690
11857
433470
319171
319173
20201
171567
66107
319202
18022
20200

19354
109552
20660
100041864
13587
20345
12986
20555
12655
12721
18054
16819
100047827
23882
12765
246691

Symbol
S100a8
S100a9

Ltf

Mpo
Prtn3
Camp
Ctsg
Ngp
Prg2
Stfa2
Retnlg
Pglyrpl
Ela2
Len2
Ifitm6
Orm2
Stfal
Saal
Plac8
Chi3l1
Cd177
Histlh2ad
Histlh2af
Fpr2
Alox5ap
Arhgdib
Gm5483
Histlh2an
Histlh2ao
S100a6
Ms4a3
Trem3
Hist1h2ai
Ncf4
S100al1

Ptpre
Chi3l4
Slpi
Gm16422
Ear2

Sell
Csf3r
Slc2a3
Chi3I3
Corola
Nfe2

Lbp
LOC100045680
Cd52
II8rb
Csad

TH/SH.fc No Entrez_Gene_ID

87.64
77.82
50.40
39.93
29.58
27.64
26.70
24.31
20.88
16.84
16.01
14.11
12.94
10.98
9.74
9.60
7.83
7.19
6.92
6.83
6.16
6.06
6.03
6.03
6.01
5.82
5.80
5.59
5.56
5.54
5.52
5.41
4.83
4.64
4.44

4.40
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94179
19734
13119
100044218
26897
15902
13074
22359
171281
66438
76487
668215
69083
12577
319476
381530
67442
12053
21743
11671
226143
109900
432720
67460
105833
69219
13089
13087
109901
103140
73447
12350
84112

Symbol
Krt23
Rgsl6
Cyp4al4d
LOC100044218
Acotl
Idb2
Cypl7al
Vidir
Acot3
Hamp2
Ppplr3g
1500017E21Rik
Sultlc2
Cdknlc
Lrtm1
Mup2085
Retsat
Bcl6
Inmt
Aldh3a2
Cyp2c44
Asl
Akrlcl9
Decrl
Ccdc65
Ddah1l
Cyp2b13
Cyp2a5
Elal
Gstt3
Wdrl3
Car3
Sucnrl
D930024N12Rik

TH/SH.fc
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65
66
67
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69
70
71
72
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74
75
76
77
78
79
80
81
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83
84
85
86
87
88
89
90
91
92
93
94

70361
329076
231368

18406

68891

17972

29875
104183

100039346

15186

14134

17110

17119

11867

76448
328780
235712

20343

74754

69134

100039751
100047935

53877

18817

54353

20848

74145

97165

67248

55949

20195
270037

17523

50701

19659

16970

15019
246707
668899

14727
102545
671641
237361

Fam25c
Prss34
C8a
Orml
Ifitm1
Myo1lf
Ndrg2
Armex4
BC100530
Hdc
Fenb
Lyz2
Lyz
Arpclb
Dhcr24
1200016E24Rik
Fgll
Apcs
F13al
Dnaicl
Gm2174
LOC100047827
Ear3
Pkm2
Eard
Sqle
Actr3
Ear6
Neatl
Hs3st3bl
Rbp1l
LOC268700
Mmp9
Prok2
Rac2
Lgals3
H2-Q8
Prokl
GM1820
Gp49a
Lbr
Gm14044
Mrgpra2

3.66
3.60
3.53
3.46
3.46
3.44
3.44
3.44
3.40
3.40
3.35
3.34
3.33
3.29
3.29
3.27
3.26
3.26
3.25
3.24
3.22
3.20
3.17
3.15
3.12
3.09
3.08
3.07
3.04
3.04
3.02
3.01
2.99
2.92
291
2.87
2.86
2.85
2.84
2.84
2.80
2.80
2.79



95

96

97

98

99
100
101
102
103
104
105
106
107
108
109
110
111
112
113
114
115
116
117
118
119
120
121
122
123
124
125
126
127
128
129
130
131
132
133
134
135
136
137

665281
17105
433712
20446
20568
20700
230558
17002
53876
14131
26367
14381
13723
16792
16498
11745
226652
668038
268700
665235
234199
18301
22017
11911
625054
20527
100034251
7886
16803
384009
15129
319191
100045680
22330
640530
100048508
71819
100043527
380924
54710
15481
17395
12007

Gm7547
Lybcl
AA467197
Selplg
Slfnl
Sorll
Cytip
Ltb4rl
Atp2a3
Fcgr3
Gadd45¢g
G6pdx
Emb
Krt8
Itih4
Anxa3
Rcsdl
Gm8163
Emilin2
Gm7298
Prcl
Uhrfl
Tpil
Atf4
Rpsa-psll
Sla
Gm1449295
Myh9
Laptm5
LOC381561
Hbb-b1
Hist2h2ac
LOC100045668
Tyrobp
Gm14407
Gm15500
Cpn2
Gm10282
Tled2
Prdx5
Hspa8
Mki67
Azgpl

2.79
2.77
2.77
2.74
2.73
2.72
2.70
2.68
2.66
2.65
2.65
2.64
2.64
2.64
2.64
2.63
2.63
2.63
2.62
2.62
2.61
2.60
2.59
2.58
2.58
2.58
2.57
2.57
2.57
2.56
2.55
2.55
2.55
2.55
2.54
2.54
2.54
2.51
2.50
2.49
2.49
2.49
2.46



138
139
140
141
142
143
144
145
146
147
148
149
150
151
152
153
154
155
156
157
158
159
160
161
162
163
164
165
166
167
168
169
170
171
172
173
174
175
176
177
178
179
180

93673
271505
20861
11674
15458
15331
226594
677289
12702
16419
16427
20715
114644
14962
13649
100044439
72007
231507
16644
15516
100045668
632667
17837
14825
27053
16019
170733
71756
19074
68342
20219
380692
12700
21881
233406
16691
433016
19267
68713
227731
21991
18405
54630

Ifi27
Pfkfb4
Stat3
Aldoa
Hpx
Hmgn2
Gm43833
Gm10063
Socs3
Il1b

Itih3
Serpinalc
Cebpe
Cfb

Egfr
Gm10443
Kif23
Gm4866
Napsa
Hsp90abl
LOC100045280
LOC632022
Mtl

Cxcll
B3galtl
Igh-6
Slc13a3
Mettl7b
Ppib
Asprvl
Saad
Pramel4
Cish

Tgfbi
Pilra

Kngl
Glipr2
Sirpa
Ndufb10
Arhgap30
Top2a
Fxyd5
Skap2

2.44
243
243
243
243
242
2.42
241
241
2.40
2.40
2.40
2.39
2.39
2.38
2.38
2.37
2.37
2.36
2.36
2.36
2.36
2.36
2.35
2.35
2.35
2.34
2.33
2.32
2.32
2.31
2.29
2.29
2.28
2.28
2.28
2.28
2.27
2.27
2.26
2.26
2.25
2.25



181
182
183
184
185
186
187
188
189
190
191
192
193
194
195
196
197
198
199
200
201
202
203
204
205
206
207
208
209
210
211
212
213
214
215
216
217
218
219
220
221
222
223

11808
632022
213002
277856

54683

72141

76933

16426

19035

20491

12306

93719

76808

98386

17210

22628

71664

16988

20775

12269

100042405
74117
66175

100034684
72042
15598
14159
53313
58218

319165
17748
16854
14678
16995
50501
14619

170813
12896
14964

225134
52040

629595

Apoad
Gm6988
Hk3
Gm5064
Prickle3
Cotll
Lrgl
Itgb5
Plk1
Stégalnac?
Anxa?2
Cmil2
Arpc2
Hmgb2
Mxd1
Vim
Lmanl
Lrmp
Serpina3g
C4bp
LOC100048508
Gm3552
Sh3bgrl3
1100001G20Rik
Gm1142871
Fndc3b
lap
Fes
Ppp1rl0
Ppbp
LOC277856
COX2
Lgalsl
Gnai2
Lstl
Iggapl
Gjb2
Klral7
Cpt2
H2-D1
Gm4788
Cls
Gm6548

2.25
2.25
2.25
2.25
2.25
2.25
2.25
2.24
2.24
2.24
2.23
2.23
2.22
2.22
2.21
2.21
2.20
2.20
2.20
2.19
2.19
2.19
2.19
2.19
2.19
2.19
2.18
2.18
2.18
2.18
217
2.17
217
2.16
2.16
2.16
2.16
2.15
2.15
2.15
2.15
2.15
214



224
225
226
227
228
229
230
231
232
233
234
235
236
237
238
239
240
241
242
243
244
245
246
247
248
249
250
251
252
253
254
255
256
257
258
259
260
261
262
263
264
265
266

227929
18746
16541

110172
72391

212032
17916
26459
22177

380712
76709

110794
21946
72265
67855

347709
14191

668181
57349

319170
16071

666559

270198

635470
66259

110208
20702
13200
16176

100045280

102910
14268

211666
13057
76905
66234
12279
15016
12274
13370

14376
15439

Slc25a25
Pira4
Kcnab2
Sri
Traml
Mgst2
Mug?
Ceacam2
Tpmt
LOC380692
2310014H01Rik
Pgd
Tkt
Adpgk
1810058124Rik
LOC329076
Far
Gm8940
Eeflb2
Hist1h2ah
Ighm
Gm7567
LOC270037
LOC632667
Scdmol
Sle35b1
Serpinala
Ddost
Igkc
LOC100044439
Cmtm?7
Fnl
Nme7
Cyba
Rpl18a
Mustnl
9
H2-Q5
c6
Diol
E430033B07Rik
Ganab
Hp

214
213
2.13
212
212
212
212
212
212
212
211
211
211
211
2.10
2.10
2.10
2.10
2.09
2.09
2.09
2.09
2.09
2.08
2.08
2.08
2.08
2.08
2.07
2.07
2.07
2.07
2.06
2.06
2.06
2.06
2.06
2.06
2.06
2.06
2.05
2.04
2.04



267
268
269
270
271
272
273
274
275
276
277
278
279
280

23833
17345
66961
67705
17218
66940
19261
381561
26877
29811
21810
245195
73723
22352

Ywhag
Mcm5
Scotin
Rpl39
Mcl1
Camk2nl
Pstpipl
Olfm4
Slc27a5
Asns
Tagln2
Rpl27a-psl
Cdkn3
Vdl

2.04
2.03
2.03
2.02
2.02
2.02
2.02
2.02
2.01
2.01
2.01
2.01
2.00
2.00



TC/SC Lung Gene List
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1

O oo Noul b wWwN

e el
DNWwWN RO

15
16
17
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21
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29
30
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32
33
34
35
36
37
38
39
40
41
42
43
44
45
46
47
48
49
50
51
52
53
54
55
56
57

20862
18054
12796
20861
433016
50501
213002
19074
245195
235712
17395
100034684
12765
17523
58218
100034251
433470
20201
68891
170733
21946
20202
328780
16176
380924
16995
17002
223653
13035
14727
18022
19152
11690
17972
100044439
54722
20555
378425
12986
227659
227288
246707
21946
93719
17474
16178
12489
20527
237159
381484
228966
212032
14191
18726
56619
53945
18727

Symbol

Stfa2
Ngp
Camp
Stfal
Gmb5483
Prok2
Ifitm6
Prg2
Retnlg
Mrgpra2
Mmp9
BC100530
118rb
Mpo
Trem3
Gm1142871
AA467197
S100a8
Cd177
Klral7
Pglyrpl
S100a9
Prss34
Il1lb
Olfm4
Ltb4rl
Ltf
LOC223653
Ctsg
Gp49a
Nfe2
Prtn3
Alox5ap
Ncf4
LOC100044439
Dfna5h
Slfnl
Nlirp12
Csf3r
Slc2a6
I18ra
Emilin2
Pglyrp
Ear6
Clec4d
I11r2
Cd33
Slc2a3
BC024537
Gm5150
Ppplr3d
Hk3
Fgr
Pira3

Clecde
Slc40al
Pira4

TC/SC.fc
138.61
135.15

94.03
74.96
61.31
55.36
50.48
42.28
35.22
29.36
24.68
20.79
20.32
19.07
18.61
18.25
18.06
17.43
16.89
16.72
15.23
15.00
14.12
13.79
13.63
13.03
12.62
12.22
11.98
11.87
11.60
11.03
10.43
10.42
10.18
10.09
9.82
9.71
9.40
9.29
9.26
9.06
9.02
8.94
8.93
8.77
8.69
8.52
8.47
8.20
7.83
7.77
7.59
7.38
7.27
7.27
7.19

No Entrez_Gene_ll

1
2
3
4
5
6
7
8
9

10
11
12
13
14
15
16
17
18
19
20
21
22
23
24
25
26
27
28
29
30
31
32
33
34
35
36
37
38
39
40
41
42

100044218
13119
17842
17841
17840
13106

620807
28253
11807
13096

107141
26458

230857
13089

100043194
84506

11668
227231
11808
13094
319202
18627
21824
18626
13087
231396
76279
76477
16601
235674
11720
12007
12401
171567
223337
68662
12161
104776
104798
14219
17936

Symbol
LOC100044218
Cyp4dala
Mup3
Mup2
Mupl
Cyp2el
Mup6
Slcolb2
Apoa?2
Cyp2c37
Cyp2c50
Slc27a2
Ecel
Cyp2b13
Sult2a2
Hamp
mtDNA_NDA4L
Aldhlal
Cpsl
Apoa4
Cyp2b9
1200016E24Rik
Per2
Thbd
Perl
Cyp2a5
Ugt2b36
Cyp2d26
Pcolce2
KIf9
Acaalb
Matla
Azgpl
Serpina6
Nme7
Ugt3a2
Scgb3al
Bmp6
Aldh6al
E030019B13Rik
Ctgf
Nab1l

TC/SC.fc



58
59
60
61
62
63
64
65
66
67
68
69
70
71
72
73
74
75
76
77
78
79
80
81
82
83
84
85
86
87
88
89
90
91
92
93
94
95
96
97
98
99
100
101
102
103
104
105
106
107
108
109
110
111
112
113
114
115
116
117

404236
19354
72054
20210
69189
16365
14289

100041137
16819
73988

246746
72141
16988
18413
52024

408196
18725
16415
20343
27261
76905

100046232

320832

107934

384009
20345
232714
50930
246256
19200
54483
50498
320495
50701
17916
23833
14381
68713
22177
58217
21899
18724
27361
171504
240047
14134
381417
233079
13034
15186
12702
26415
20375
22324
216445
110794
74191
17119

Mrgpra7
Rac2
Cyp4fl8
Saa3
1810033B17Rik
Irgl

Fpr2
Gm15930
Len2
4930438A08Rik
Cd300lf
Adpgk
Lstl

Osm
Ankrd22
Gmb5416
Pira2
Itgb2l
Sell
Dok3
Lrgl
LOC100046232
Sirpbl
Celsr3
C430015A10Rik
LOC218617
Glipr2
Selplg
Mgam
Tnfsf14
Fcgrd
Pstpipl
Mefv
Ebi3
Ipcefl
Ela2
Myolf
Cd52
G6pdx
Ifitm1
Tyrobp
Treml
TIr6
Pirall
Sepx1
Apob48r
Mmp25
Fcnb
Gm14085
Ffar2
Ctse

Hdc
Socs3
Mapk13
Sfpil
Vavl
Arhgap9
Cebpe
P2ry13
Mxd1

6.94
6.90
6.87
6.69
6.64
6.60
6.56
6.56
6.55
6.52
6.50
6.49
6.42
6.41
6.38
6.35
6.25
6.25
6.23
6.20
6.16
5.99
5.99
5.88
5.79
5.77
5.77
5.73
5.73
5.70
5.63
5.52
5.48
5.47
5.40
5.30
5.14
5.11
5.10
5.06
5.04
5.04
5.02
4.96
4.85
4.85
4.76
4.63
4.62
4.60
4.59
4.49
4.45
4.44
4.31
4.28
4.23
4.22
4.21
4.19



118
119
120
121
122
123
124
125
126
127
128
129
130
131
132
133
134
135
136
137
138
139
140
141
142
143
144
145
146
147
148
149
150
151
152
153
154
155
156
157
158
159
160
161
162
163
164
165
166
167
168
169
170
171
172
173
174
175
176
177

223920 Soat2
12721 Corola
14131 Fcgr3
67855 Asprvl

231805 Pilra

382062 AB124611

231507 Plac8
11689 Alox5

229687 Bclp2
15163 Hcls1
11857 Arhgdib
66107  1100001G20Rik

320148  B430306NO03Rik
74039 Nfam1
21897 Tirl
18722 Piral
74116 Pil6

378460 Praml
14159 Fes

677289 AUSG0O0000043795

279572 TIr13
18826 Lepl
14728 Lilrb4
23900 Hcst
18173 Slcllal

110095 Pygl

170741 Pilrb1
80910 Gprd4d
12659 Ovgpl

330635 3830612M24
21810 Tgfbi
14537 Gentl
77974 Rdh12
18574 Pdelb

677008 LOC677008
12363 Casp4
20351 Semada
59047 Pnkp

230787 BC013712
16906 Lmnb1l

381957 LOC381957
63986 Gmfg
67742 Samsnl
97165 Hmgb2

193385 Fam65b

246728 Oas2

216869 Arrb2
17969 Ncfl

245126 Tarml
12493 Cd37

171207 Arhgap4
54354 Rassf5

435626 Rufy4
18707 Pik3cd
11847 Arg2
15170 Ptpn6
20344 Selp

270152 Amical
72042 Cotll
80283 Abtbl

4.15
4.14
4.14
4.09
4.08
4.07
4.03
4.00
3.97
3.97
3.96
3.94
3.94
3.93
3.91
3.90
3.87
3.86
3.84
3.78
3.75
3.71
3.70
3.67
3.64
3.62
3.57
3.54
3.53
3.53
3.51
3.50
3.49
3.49
3.47
3.47
3.47
3.46
3.46
3.45
3.44
3.44
3.44
343
341
3.40
3.39
3.37
3.36
3.35
3.34
3.34
3.33
3.30
3.29
3.28
3.27
3.26
3.25
3.24



178
179
180
181
182
183
184
185
186
187
188
189
190
191
192
193
194
195
196
197
198
199
200
201
202
203
204
205
206
207
208
209
210
211
212
213
214
215
216
217
218
219
220
221
222
223
224
225
226
227
228
229
230
231
232
233
234
235
236
237

320782
13197
71607
13496
11501

231655
16477
20359

170813

242050

230279

109284
12581
93692
16952
22271
54672

269346
21816
70785
30955
69769
16408

394432
98267
21928

101602
12122
74145
18751

234779

319173
54519
16172
67844
94346
16822

319165

319191
12523
20556
23880
17970

224860
73690
94282

78816
319171
207728

16970

22239

12772

14038

22376
442827

72318

16994

66168

23960

Tmem154
Gadd45a
Snx20
Arid3a
Adam8
Oasll
Junb
Semabb
Ms4a3
Igsf10
6330416G13Rik
C030046I01Rik
Cdkn2d
Glrx
Anxal
Uppl
Gpr97
Slc28a2
Tgml
Denndlc
Pik3cg
Tnfaip8I2
Itgal
Ugtla7c
Stk17b
Tnfaip2
Al467606
Bid
F13al
Prkcb
Plcg?
Hist1lh2af
Apbblip
I117ra
Rab32
Tmem40
Lcp2
Hist1lh2ad
Histlh2ai
Cdg4
Slfn2
Fyb
Ncf2
Plcl2
Gliprl
Sfxn5
E330009F12Rik
Gmip
Histlh2ao
Pde2a
Lrmp
Ugt8a
Ccer2
Expi
Was
Rab44
Cyth4
Ltb
Grina
Oaslg

3.23
3.23
3.20
3.19
3.18
3.18
3.16
3.16
3.15
3.13
3.10
3.10
3.10
3.09
3.09
3.07
3.07
3.05
3.04
3.04
3.04
3.04
3.02
3.01
3.00
2.99
2.99
2.98
2.97
2.96
2.95
291
291
2.89
2.88
2.88
2.88
2.87
2.87
2.86
2.83
2.82
2.82
2.82
2.81
2.77
2.77
2.76
2.75
2.75
2.74
2.74
2.73
2.72
2.72
271
271
271
271
2.69



238
239
240
241
242
243
244
245
246
247
248
249
250
251
252
253
254
255
256
257
258
259
260
261
262
263
264
265
266
267
268
269
270
271
272
273
274
275
276
277
278
279
280
281
282
283
284
285
286
287
288
289
290
291
292
293
294
295
296
297

270198
237256
100045967
18602
11542
100048461
21351
216161
270151
14125
16869
232201
102545
218581

16409
66775
21985
243025
54683
105855
380732
110208
56722
12982
243910
16181
380711
11867
319742
56212
57778
18636
17874
66222
381232
68774
71532
70719
66330

57912
53856
64099
228608
14017
219140
100182
219144
12229
234577
17345
56644
108072
23845
225049
100046578
70155
76432
72391

Pfkfb4
Zc3h12d
LOC100045967
Padi4

Adora3
LOC100048461
Taldol

Sbno2

Nlrx1

Fcerla

Lhx1
Arhgap25
Cmtm7
Depdclb
F630107L03Rik
Itgam

Ptplad2

Tpd52
Tmem156
Prdx5

Nckapl
Gm885

Pgd
Litaf

Csf2ra

Nfkbid

IIlrn
Garnl4

Arpclb

MpzI3

Rhog
Fmnll
Cfp
Myd88
Serpinbla
5830416P10Rik
Ms4a6d
9030418K01Rik
Hmhal
1700020L24Rik
D630016P04Rik
Cdc42sel
Prg3

Parvg
Smox

Evi2a

Spatal3

Akna
Arlll
Btk
Cpne2
Mki67

Clec7a
Grm6

Clec5a
Ttc7
LOC100046578
Ogfril
2310001H17Rik
Cdkn3

2.67
2.67
2.66
2.65
2.65
2.65
2.65
2.64
2.64
2.64
2.64
2.63
2.61
2.60
2.60
2.60
2.59
2.58
2.58
2.57
2.57
2.56
2.55
2.55
2.55
2.54
2.54
2.54
2.54
2.53
2.52
2.52
2.52
2.52
2.51
2.50
2.50
2.49
2.49
2.49
2.49
2.49
2.48
247
2.47
247
2.46
2.46
2.46
2.45
2.45
2.44
2.44
243
243
243
243
242
242
241



298
299
300
301
302
303
304
305
306
307
308
309
310
311
312
313
314
315
316
317
318
319
320
321
322
323
324
325
326
327
328
329
330
331
332
333
334
335
336
337
338
339
340
341
342
343
344
345
346
347
348
349
350
351
352
353
354
355
356
357

59052
18301
269799
12169
246727
433638
100042405
100045877
11810
110197
72125
11891
66994
12445
12983
66151
20284
20525
14064
226652
224109
270084
319170
100047827

17454
12505
18817
56045
22778
107375
381201
244416
14067
71819
414801
227960
16174
319176
13449
74603

24088
13806
23853
14433
12051
12763
72244
65221
20303
19876
12802
217303
12500
20660
338523
80876
21973

Mettl9
Fxyd5
Clecdal
Bmx
Oas3
1830077J02Rik
Gm10282
LOC100045877
Apobecl
Dgkg
Fam123a
Rab27a
1500031L02Rik
Ccnd3
Csf2rb
Prr13
Scrgl
Slc2al
F2rl2
Arhgap30
Lrrc33
Lpcat2
Histlh2an
LOC100047827
5830496L11Rik
Mov10
Cd44
Plk1
Samhd1l
Tkzf1
Slc25a45
Gm962
Ppplr3b
F5
Kif23
Itprip
Gcea
I118rap
Hist2h2ac
Dok2
Cd200r3
E430021P16Rik
TIr2
Enol
Def6
Gapdh
Bcl3
Cmah
1600014C10Rik
Slc15a3
Ccla
Robol
Cnr2
Cd300a
Cd3d
Sorll

Jhdm1d
Ifitm2
Top2a
E030038D23Rik

241
241
241
2.40
2.39
2.39
2.38
2.37
2.37
2.37
2.37
2.36
2.36
2.35
2.35
2.35
2.35
2.35
2.35
2.34
2.34
2.34
2.34
2.34
2.33
2.32
2.32
2.31
231
2.30
2.30
2.29
2.28
2.28
2.28
2.28
2.26
2.25
2.25
2.24
2.24
2.24
2.24
2.23
2.22
2.22
2.22
2.22
2.22
2.22
2.22
2.21
2.20
2.20
2.20
2.19
2.19
2.19
2.19
2.19



358
359
360
361
362
363
364
365
366
367
368
369
370
371
372
373
374
375
376
377
378
379
380
381
382
383
384
385
386
387
388
389
390
391
392
393
394
395
396
397
398
399
400
401
402
403
404
405
406
407
408
409
410
411
412
413
414
415
416
417

24055
74204
665143
11799
110033
381605
67771

277360
72635
76448
72925
20308
12257
68778
18746
16164
76566
16679
14252

100045981

319168
13685
16498
80752
24001
74182

276905
12475
20491
71398
12752

320078
69166

107373

102595
16336

237928

381420
54353

100044576
56190
12362
11717
74008

630146
14538
13057

192192
14130

268451
14793

170761
68616

319169
14702
20911

100041681
52276

A330040H08Rik
Sh3bp2
Xpo6

Gm7514
Birc5
Kif22
Tbcld2
Arpc5
C730013011Rik
Prex1
Lins
2310014H01Rik
Marchl
Ccl9
Tspo
1110038D17Rik
Pkm2
I113ral
Fam101b
Krt86
Flot2
LOC100045981
Histlh2ah
Eifdebpl
Kcnab2
Fam20c
Tiam2
Preid
Armc7
Cdi4
Sla
5430427019Rik
CIn3
OlfmI2b
1810018F18Rik
4632417K18Rik
Plekho2
Insl3
Phosphol
LOC381420
Skap2
LOC100044576
Rbm38
Caspl
Ampd3
Arsg

Cdio1
Gent2
Cyba
Shkbp1
Fcgr2b
Rab11fip4
Cdca3
Pdzd3
Gdpd3
Histlh2ak
Gng2
Stxbp2
Gm3471
Cdca8

2.19
2.18
2.17
2.16
2.16
2.16
2.15
2.15
2.15
2.13
213
2.13
212
212
212
211
211
211
211
211
2.10
2.10
2.10
2.09
2.09
2.09
2.09
2.08
2.08
2.07
2.07
2.07
2.07
2.06
2.06
2.06
2.06
2.06
2.05
2.05
2.05
2.05
2.05
2.05
2.05
2.05
2.05
2.05
2.04
2.04
2.04
2.04
2.04
2.04
2.03
2.03
2.03
2.03
2.03
2.02



418
419
420
421
422
423
424
425
426
427
428
429
430
431
432

241274
414105
319772
106512
108101
22248
223697
100039742
66540
208228
100689
100045780
68591
16323
56318

Pnpla7
4732465J04Rik
C130050018Rik
Gpsm3

Fermt3
Uncl19

Sun2

Gm?2397
Fam107b
Mobkl2a
Spon2
LOC100045780
Mocos

Inhba

Acpp

2.02
2.01
2.01
2.01
2.01
2.01
2.01
2.01
2.01
2.01
2.01
2.00
2.00
2.00
2.00



TH/SH Lung Gene List

No ntrez_Gene_I Symbol
1 20862 Stfa2
2 18054 Ngp
3 20861 Stfal
4 50501 Prok2
5 12796 Camp
6 20862 Stfa2
7 433016 EG433016
8 20861 Stfal
9 50501 Prok?2

10 17523 Mpo
11 213002 Ifitm6
12 19074 Prg2
13 17523 Mpo
14 235712  Mrgpra2
15 245195 Retnlg
16 68891 Cd177
17 100034684 BC100530
18 433470 AA467197
19 17002 Ltf
20 17395 Mmp9
21 58218 Trem3
22 100034251)000000971
23 Pglyrpl
24 68891 Cd177
25 12765 1I8rb
26 380924 Olfm4
27 19152 Prtn3
28 13035 Ctsg
29 170733 Klral7
30 16995 Ltb4rl
31 328780 Prss34
32 LOC223653
33 12986 Csf3r
34 20201 S100a8
35 18022 Nfe2
36 68713 Ifitm1
37 17523 Mpo
38 Gp49a
39 Alox5ap
40 II11b
41 11690  Alox5ap
42 227288 II8ra
43 12986 Csf3r
44 12489 Cd33
45 16819 Len2
46 17972 Ncf4
47 Pglyrp
48 BC024537
49 93719 Ear6
50 378425 Nlrp12
51 246707 Emilin2

TH/SH.fc
195.58
129.76
104.39

79.99
70.90
52.88
46.25
44.89
42.91
42.13
37.28
34.75
26.92
26.31
22.55
22.47
19.23
19.15
18.44
18.29
15.27
15.22
14.73
14.00
13.94
13.91
13.43
12.69
11.94
11.45
11.43
10.97
10.95
10.44
10.38
10.08
10.05
10.01

9.79

9.69

9.35

9.20

8.90

8.83

8.80

8.79

8.76

8.64

8.48

8.46

8.27

No ntrez_Genel Symbol
1 100044218:-100044218
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35
36
37
38
39
40
41
42
43
44
45
46
47
48
49
50
51

230899 Nppa
66438 Hamp2
17842 Mup3

mtDNA_NDA4L

68662  Scgb3al
11807 Apoa?
193740 Hspala

Hbb-b1

13096  Cyp2c37

84506 Hamp

171567 Nme7

76477 Pcolce2
13096  Cyp2c37
11625 Ahsg
13618 Ednrb
1200016E24Rik
17841 Mup?2
LOC272683

107141  Cyp2c50
104798 0019B13Rik
21824 Thbd
70737 Cgn
104776  Aldhéal
622434:1416L12Rik

13518 Dst
27362 Dnajb9
12161 Bmp6

20363 Seppl
70273 0051E17Rik

mt-Atp6
20531 Slc34a2
19695 Reg3g

100042773 2100042773

104725 0002B0O5Rik
231086 Hadhb

mt-Co?2
15481 Hspa8
380928 Lmo7

11668  Aldhlal
11938 Atp2a2
mtDNA_ND2
27362 Dnajb9
19012 Ppap2a
674004 LOC674004

269951 Idh2
230857 Ecel
56744 Cxcld
21869 Nkx2-1
102866 Pls3

17110 Lyz1

TH/SH.fc
-4.20
-3.67
-3.42
-3.34
-3.27
-3.26
-3.06
-3.05
-2.82
-2.76
-2.76
-2.74
-2.67
-2.65
-2.63
-2.62
-2.61
-2.59
-2.59
-2.59
-2.56
-2.53
-2.51
-2.51
-2.51
-2.50
-2.48
-2.45
-2.43
-241
-2.39
-2.39
-2.36
-2.36
-2.34
-2.34
-2.33
-2.33
-2.32
-2.32
-2.32
-2.30
-2.30
-2.29
-2.29
-2.29
-2.29
-2.29
-2.29
-2.28
-2.28



52 54722 Dfna5h 8.24 52 53328 Pgrmcl -2.28

53 20555 Sifn1 8.22 53 4831437C03Rik -2.28
54 Mela 7.67 54 13179 Dcn -2.27
55 Emilin2 7.67 55 20191 Ryr2 -2.24
56 381484 381484 7.30 56 11658 Alcam -2.23
57 58217 Treml 7.28 57 18162 Npr3 -2.23
58 Clecsf9 7.20 58 100048480-100048480 -2.21
59 20210 Saa3 7.16 59 68839  Ankrd46 -2.21
60 20202 S$100a9 7.14 60 AW123240 -2.20
61 2610024M03Rik 7.10 61 74030 Rin2 -2.20
62 227659 Slc2a6 7.09 62 216350 Tspan8 -2.20
63 20527 Slc2a3 7.03 63 70984 1406C0O7Rik -2.20
64 53945 Slc40al 6.97 64 20304 Ccl5 -2.19
65 100044439:100044439 6.91 65 14026 Evl -2.18
66 16365 Irgl 6.88 66 67117 Dynlt3 -2.17
67 212032 Hk3 6.88 67 68183 Bcas?2 -2.17
68 17002 Ltf 6.74 68 17936 Nabl -2.17
69 Adpgk 6.73 69 234267 Gpmé6a -2.16
70 17474 Clecad 6.70 70 18843 Plunc -2.15
71 110794 Cebpe 6.62 71 69046 Iscal -2.15
72 52024  Ankrd22 6.60 72 72333 Palld -2.15
73 14289 Fpr2 6.58 73 269823 Pon3 -2.14
74 69189 0033B17Rik 6.53 74 mtDNA_ATP8 -2.13
75 408196 EG408196 6.47 75 16561 Kiflb -2.12
76 4930438A08Rik 6.38 76 110842 Etfa -2.12
77 404236  Mrgpra7 6.26 77 108927 Lhfp -2.11
78 50930 Tnfsf14 6.26 78 26458 Slc27a2 -2.11
79 52024  Ankrd22 6.19 79 76808 Rpl18a -2.11
80 16178 I11r2 6.12 80 67171  Tmem77 -2.10
81 14191 Fgr 6.10 81 Myh6 -2.10
82 18727 Pira4 6.10 82 237052 Tceall -2.09
83 50701 Ela2 6.05 83 20671 Sox17 -2.09
84 16415 Itgb2I 5.99 84 18295 Ogn -2.08
85 246746 Cd300lIf 5.93 85 71660 Rarres?2 -2.08
86 100041137:100041137 5.89 86 BC003331 -2.08
87 18725 Pira2 5.88 87 20865 0007P19Rik -2.07
88 Mad 5.81 88 18145 Npcl -2.07
89 56619 Clecde 5.79 89 67963 Npc2 -2.06
90 18413 Osm 5.79 90 Myl7 -2.06
91 232714 Mgam 5.76 91 E130010MO5Rik -2.06
92 18724 Pirall 5.76 92 232087 Mat2a -2.05
93 14381 G6pdx 5.71 93 22413 Wnt2 -2.05
94 68713 Ifitm1 5.64 94 22142 Tubala -2.04
95 76905 Lrgl 5.62 95 17841 Mup?2 -2.04
96 246256 Fcgré 5.57 96 16543 Mdfic -2.04
97 Mela 5.56 97 66860 Tancl -2.03
98 72054  Cyp4fls 5.53 98 13119 Cyp4ald -2.03
99 18726 Pira3 5.52 99 11502 Adam9 -2.03
100 14134 Fcnb 5.48 100 98752 Fcrla -2.02
101 19354 Rac2 547 101 56351 Ptges3 -2.02
102 107934 Celsr3 547 102 632230 LOC632230 -2.02
103 320832 Sirpbl 546 103 66885 Acadsb -2.01
104 50498 Ebi3 546 104 170719 Oxrl -2.01

105 C430015A10Rik 538 105 67710 Polr2g -2.01



106
107
108
109
110
111
112
113
114
115
116
117
118
119
120
121
122
123
124
125
126
127
128
129
130
131
132
133
134
135
136
137
138
139
140
141
142
143
144
145
146
147
148
149
150
151
152
153
154
155
156
157
158
159

LOC218617

171504  Apob48r
11689 Alox5
54483 Mefv
240047 Mmp25
20345 Selplg
Pilra

279572 TIrl3
14134 Fcnb
Selpl

110794 Cebpe
Sepx1

26415 Mapk13
19200 Pstpipl

27261 Dok3
233079 Ffar2
Lstl
A130090K04Rik
16365 Irgl

18173  Slcllal
384009 Glipr2

68713 Ifitm1
77974 Rdh12
223920 Soat2
21899 TIr6
20343 Sell
20375 Sfpil

80910 Gpr84
17916 Myolf
26415  Mapkl3

Glipr2
74191 P2ry13

100046232 2100046232

21810 Tgfbi
17523 Mpo
18724 Pirall
14131 Fcgr3
110095 Pygl
23833 Cd52

50930 Tnfsf14
21973 Top2a

27361 Sepx1
15163 Hcls1
22177 Tyrobp
13034 Ctse
66107 0001G20Rik
229687 Bclp2
171504  Apob48r
246728 Oas?

12721 Corola
381417 23-357i14.1

18722 Piral
74116 Pil6
170741 Pilrb1

5.34
5.26
5.25
5.22
5.17
5.16
5.15
4.98
4.96
4.89
4.88
4.86
4.78
4.77
4.75
4.73
4.70
4.67
4.63
4.48
4.40
4.40
4.40
4.35
4.32
4.32
4.29
4.27
4.25
4.23
4.23
4.23
4.22
4.21
4.21
4.19
4.17
411
4.08
4.08
3.99
3.99
3.95
3.93
3.92
3.91
3.91
3.90
3.90
3.87
3.87
3.85
3.84
3.82

106

16562

Kiflc

-2.00



160
161
162
163
164
165
166
167
168
169
170
171
172
173
174
175
176
177
178
179
180
181
182
183
184
185
186
187
188
189
190
191
192
193
194
195
196
197
198
199
200
201
202
203
204
205
206
207
208
209
210
211
212
213

12721 Corola
382062 AB124611

11689 Alox5
216445  Arhgap9
14728 Lilrb4
80910 Gpr84
68713 Ifitm1
22324 Vavl
319171 Histlh2ao
18826 Lcpl
319165 Histlh2ad
59047 Pnkp
Hdc

16906 Lmnbl
21810 Tgfbi
12986 Csf3r
12721 Corola
320148 )306N03Rik
110095 Pygl
14159 Fes
378460 Praml
12702 Socs3

319191 Histlh2ai
230787 BC013712
11501 Adam8

216869 Arrb2
435626 Rufy4
17969 Ncfl

319173 Histlh2af
11857 Arhgdib
231805 Pilra
54672 Gpr97
20359 Semabb

12363 Casp4
74039 Nfam1
12122 Bid
Lhx1
245126)000053338

69769  Tnfaip8I2
100045967 100045967
11501 Adam8
18173 Slcllal
394432  Ugtla7/c
20351 Semada
72391 Cdkn3
20344 Selp
LOC270152

67742 Samsnl
677289)000043795
21928 Tnfaip2
18173 Slcllal
67855 Asprvl
217169 Tns4
231507 Plac8

3.82
3.81
3.81
3.80
3.80
3.80
3.75
3.74
3.73
3.68
3.67
3.65
3.64
3.61
3.61
3.59
3.59
3.58
3.56
3.56
3.55
3.54
3.52
3.52
3.50
3.49
3.47
3.45
3.44
3.42
3.42
3.39
3.38
3.38
3.36
3.36
3.35
3.34
3.33
3.33
3.32
3.31
3.31
3.31
3.30
3.29
3.28
3.28
3.26
3.26
3.25
3.24
3.22
3.22



214
215
216
217
218
219
220
221
222
223
224
225
226
227
228
229
230
231
232
233
234
235
236
237
238
239
240
241
242
243
244
245
246
247
248
249
250
251
252
253
254
255
256
257
258
259
260
261
262
263
264
265
266
267

12986 Csf3r
22271 Uppl
677008 LOC677008
11689 Alox5
59047 Pnkp
170813 Ms4a3
15170 Ptpn6
18574 Pdelb
Pdelb

18817 Plk1
54672 Gpr97
109284 30046101Rik
12659 Ovgpl
97165 Hmgb?2
66168 Grina
110794 Cebpe
11799 Birc5
15186 Hdc
3830612M24
12581 Cdkn2d
17970 Ncf2
72042 Cotll
20359 Semabb
52276 Cdca8
17345 Mki67
63986 Gmfg
LOC381957

22271 Uppl
71607 Snx20
230279 0416G13Rik
21897 Tirl
67844 Rab32
320782 Tmeml54
242050 Igsf10
63986 Gmfg
23880 Fyb
13197 Gadd45a
16952 Anxal
14537 Gentl
218581 Depdclb
23845 Clec5a
17119 Mxd1
269346 Slc28a2
23900 Hcst
11867 Arpclb
69769  Tnfaip8I2
18173 Slcllal
270198 Pfkfb4
18707 Pik3cd
101602 Al467606
54354 Rassf5
22271 Uppl
58217 Treml
110033 Kif22

3.21
3.20
3.19
3.17
3.16
3.15
3.14
3.14
3.13
3.12
3.12
3.12
3.10
3.10
3.09
3.09
3.08
3.08
3.07
3.07
3.07
3.07
3.06
3.05
3.04
3.03
3.03
3.01
3.01
2.99
2.99
2.99
2.99
2.99
2.98
2.97
2.96
2.96
2.95
2.95
2.92
2.90
2.89
2.89
2.89
2.89
2.88
2.88
2.88
2.88
2.87
2.87
2.86
2.86



268
269
270
271
272
273
274
275
276
277
278
279
280
281
282
283
284
285
286
287
288
289
290
291
292
293
294
295
296
297
298
299
300
301
302
303
304
305
306
307
308
309
310
311
312
313
314
315
316
317
318
319
320
321

21928
171207
68774
93692
319176
23960
270152
14537

80283
18602
22239
16408
16409
16477
17874
78816
12493
244416
12523
11799
94282
233406
21928
100042405
21857
52033

71819
13806
68743
21816
100047827
13197
193385
94346
78816
270151

319168

15170
234779
14038
102545
18751
70155
18405
20525
66994
232201
380732

Tnfaip2
Arhgap4
Ms4abd
Glrx
Hist2h2ac
Oaslg
Amical
Gentl
Timpl
Pik3cg
Abtbl
Padi4
Ugt8a
Itgal
Itgam
Junb
Myd88
Gmip
Cd37
Ppplr3b
Cdg4
Birc5
Sfxn5
Prcl
Tnfaip2
2100042405
Timpl
Pbk
Pkm?2
Kif23
Enol
Anin
Tgml
2100047827
Gadd45a
0500D04Rik
Tmem40
Gmip
Nlrx1
Cotll
Cmkbr2
Histlh2ah
Apbblip
Ptpné
Plcg2
Expi
Cmtm7
Prkcb
Ogfrll
Orml
Slc2al
I0031L02Rik
Arhgap25
Gma885

2.86
2.85
2.85
2.85
2.85
2.84
2.84
2.84
2.83
2.83
2.82
2.82
281
2.81
281
2.80
2.79
2.78
2.78
2.78
2.77
2.77
2.77
2.76
2.76
2.76
2.76
2.75
2.75
2.75
2.75
2.74
2.74
2.73
2.72
271
2.70
2.70
2.68
2.68
2.68
2.67
2.67
2.66
2.66
2.66
2.65
2.65
2.65
2.64
2.64
2.64
2.63
2.62



322
323
324
325
326
327
328
329
330
331
332
333
334
335
336
337
338
339
340
341
342
343
344
345
346
347
348
349
350
351
352
353
354
355
356
357
358
359
360
361
362
363
364
365
366
367
368
369
370
371
372
373
374
375

319742 MpzI3
6633010020L24Rik
Apbblip

102545 Cmtm?7
74145 F13al

12982 Csf2ra
12721 Corola

Lgalsl

319170 Histlh2an
231655 Oasll
12534 Cdc2a
231655 Oasll
110197 Dgkg

319169 Histlh2ak
216161 Sbno2
54519  Apbblip

57778 Fmnll
442827 0134C10Rik
14017 Evi2a
16172 Il17ra
18636 Cfp
Arid3a

21985 Tpd52
207728 Pde2a
224860 Plcl2
E330009F12Rik
227960 Gca

30955 Pik3cg
243025 LOC243025

193385 0500D04Rik
11847 Arg2
12983 Csf2rb

Pad

59052 Mettl9
67771 Arpc5
6330500D04Rik
20284 Scrgl
11542 Adora3
56212 Rhog
21351 Taldol
228608 Smox

66775 Ptplad?
14793 Cdca3
72318 Cyth4
Birc5
9030418K01Rik
56722 Litaf
D630016P04Rik
70155 Ogfrll
19369 Raetlb
70024 Mcm10
270084 Lpcat2
18301 Fxyd5
105855 Nckap1l

2.62
2.62
2.61
2.61
2.60
2.60
2.60
2.60
2.59
2.59
2.59
2.58
2.58
2.58
2.58
2.58
2.58
2.57
2.57
2.57
2.56
2.56
2.56
2.56
2.55
2.54
2.53
2.53
2.52
2.52
2.51
2.50
2.50
2.50
2.49
2.49
2.49
2.49
2.49
2.48
2.47
2.47
2.47
2.47
2.47
2.46
2.46
2.46
2.46
2.43
243
243
243
243



376
377
378
379
380
381
382
383
384
385
386
387
388
389
390
391
392
393
394
395
396
397
398
399
400
401
402
403
404
405
406
407
408
409
410
411
412
413
414
415
416
417
418
419
420
421
422
423
424
425
426
427
428
429

14064 F2rl2
57912 Cdc42sel
53856 Prg3
234577 Cpne2
73804 Kif2c

107995 Cdc20
319191 Histlh2ai
17454 Mov10
107995 Cdc20
237928 Phosphol
12505 Cd44
11810 Apobecl

100048461 2100048461

70785 Denndlc
228608 Smox

100046578 2100046578

11717  Ampd3

20878 Aurka
14125 Fcerla
12169 Bmx
16323 Inhba
12051 Bcl3
219144 Arlll
A630082K20Rik

226652 Arhgap30
107375  Slc25a45

Clecsf12
7212510011E07Rik
18140 Uhrfl
54683 Prdx5
14433 Gapdh
18301 Fxyd5
80876 Ifitm?2

F630107L03Rik

23845 Clec5a
268697 Cenbl
20556 Slfn2
73690 Gliprl
243910 Nfkbid
98267 Stk17b

14067 F5
Lrmp
12752 Cln3
Lep2

54141 Spag5
43363830077J02Rik
319165 Histlh2ad

246727 Oas3
22376 Was
C730013011Rik
LOC381232

18746 Pkm?2
12615 Cenpa
Samhd1

243
243
241
241
2.40
2.40
2.40
2.40
2.40
2.40
2.39
2.39
2.39
2.38
2.38
2.37
2.35
2.35
2.35
2.35
2.34
2.34
2.34
2.34
2.34
2.34
2.34
2.33
2.33
2.32
2.32
2.32
2.32
2.32
2.32
2.32
231
231
231
2.30
2.30
2.30
2.29
2.29
2.28
2.28
2.28
2.28
2.28
2.27
2.27
2.27
2.27
2.27



430
431
432
433
434
435
436
437
438
439
440
441
442
443
444
445
446
447
448
449
450
451
452
453
454
455
456
457

458
459
460
461
462
463
464
465
466
467
468
469
470
471
472
473
474
475
476
477
478

11891 Rab27a

24088 Tlr2
231510 Agpat9
16994 Ltb
380711 Garnl4
64099 Parvg
72244 0014C10Rik

319167 Histlh2ag
224109 Lrrc33
12445 Ccnd3
414801 Itprip
68713 Ifitm1
66222 Serpinbla
16164 I113ral
665143 LOC665143

270151 NIirx1
102103 Mtusl
17970 Ncf2
16679 Krt86
380732 Gma885
E030038D23Rik

107995 Cdc20

100044576 2100044576

14017 Evi2a
12169 Bmx
16181 IIlrn
20491 Sla
A330040H08Rik
100182 Akna
16970 Lrmp

100047619-100047619

320078 OlfmlI2b

12257 Tspo
640739 LOC640739
74008 Arsg
66151 Prrl3
23853 Def6

11867 Arpclb
226652 Arhgap30
68591 Mocos
22248 Uncl19

2310001H17Rik
18793 Plaur
117149 Tirap

24001 Tiam2
16174 I118rap

Bublb
319772 )050018Rik
12229 Btk

2.26
2.26
2.26
2.26
2.26
2.26
2.25
2.25
2.25
2.24
2.24
2.24
2.24
2.22
2.21
2.21
2.20
2.19
2.19
2.19
2.19
2.19
2.19
2.19
2.18
2.18
2.18
2.18

2.17
2.17
2.17
2.16
2.16
2.16
2.16
2.16
2.16
2.16
2.16
2.15
2.15
2.15
2.14
2.14
2.14
2.14
2.14
2.14
2.13



479
480
481
482
483
484
485
486
487
488
489
490
491
492
493
494
495
496
497
498
499
500
501
502
503
504
505
506
507
508
509
510
511
512
513
514
515
516
517
518
519
520
521

630146 LOC630146
66071 Ethel
17218 Mcmb5
14538 Gent2
70719 Hmhal
76448 J014H01Rik

LOC384136
16679 Krt86
Zfpnlal
LOC381420

216161 Sbno2
14727 Gp49a
13685  Eif4ebpl

Cd84

65221 Slc15a3
381201 Gm962
Tfdpl

66991 0004A20Rik

170761 Pdzd3
23960 Oaslg

676974 LOC676974

381605 Tbcld2

623453 LOC623453

208084 Pifl
23999 Twf2
108912 Cdca2
14252 Flot2
18824 PIp2

68616 Gdpd3
107373 2417K18Rik
Wins2

Trim21

100045877 -100045877

17219 Mcm6
13057 Cyba
1810018F18Rik
80752 BC004044
192192 Shkbp1l
277360 BC067047

100042427 2100042427
100042427 2100042427

20660 Sorll
22793 Zyx

2.13
2.13
2.13
2.12
2.12
2.12
2.12
2.12
2.11
2.11
2.11
2.10
2.10
2.10
2.10
2.10
2.10
2.09
2.09
2.09
2.09
2.09
2.09
2.09
2.09
2.08
2.08
2.08
2.07
2.07
2.07
2.07
2.07
2.07
2.06
2.06
2.05
2.05
2.05
2.05
2.05
2.05
2.04



522
523
524
525
526
527
528
529
530
531
532
533
534
535
536
537
538
539
540
541
542
543
544
545
546
547
548
549
550
551

266632 Irak4
60406 Sap30
19369 Raetlb

102595 Plekho2

Atp8b4

Cmah

12332 Capg
Robol

231805 Pilra
100041681 100041681

263406 Plekhg3
56318 Acpp
14702 Gng2

108072 Grm6
12475 Cd14

LOC385870
66989 Kctd20

237256  Zc3hl2d

269799 Clec4al

217303 Cd300a

E430021P16Rik
14284 Fosl2
14130 Fcgr2b

231807 BC037034
20308 Ccl9

5830496L11Rik

108101 Fermt3
12257 Tspo

106512 Gpsm3
15006 H2-Q1

2.04
2.04
2.04
2.04
2.04
2.03
2.03
2.03
2.03
2.03
2.03
2.03
2.03
2.03
2.03
2.03
2.02
2.02
2.02
2.02
2.02
2.02
2.01
2.01
2.01
2.01
2.01
2.01
2.00
2.00
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COMM
1200016E24Rik
1600032L17Rik
1810058124Rik
2010305C02Rik
2200001I15Rik
2310014H01Rik
2310043N10Rik
9030024J15Rik
AA467197
Acotl
Acot3
Actr3
Al448196
Akrlcl9
Aldh3a2
Alox5ap
Anxa2
Anxa3
Apcs
Arhgdib
Arpclb
Arpc2
Asl
Asprvl
Atp2a3
Azgpl
B3galtl
BC100530
Ccé6
C8a
c9
Camp
Car3
Cd177
Cd52
Cdknlc
Ceacam?2
Cebpe
Chi3l3
Chi3l4
Cmtm7
Corola
Cotll
Cpn2
Csad
Csf3r
Ctsg
Cxcll
Cypl7al
Cyp2a5
Cyp2b13
Cyp4dala
Cytip
Dhcr24
Dnaicl
Ear2
Ear3
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UNIQUE
Serpina4-psl
LOC100044164
Spon2

Crybb3
Serpina7

Lbr

LOC245892
2310040A07Rik
Hist1h2ak

Dbi
2310040A07Rik
Tmsb4x
Hist1lh2ad
Ndrgl

Arrdc3

Cyp51

Lgals9

Gnatl

C8b

Edem?2

Slc41a?2
2610024M03Rik
Hmgb2

Folr2

Dok3

Fbxo6

Gmfg
LOC666168
Cyp4a3l
Dmbt1

Usp2

Gm129

Gm129

Acot4

Pex11a
Fam102a
Ppplrlb
Homer2

Upp2

Pexlla

Afmid
LOC236060
Nrg4
9030205A07Rik
Lamb3

Pdk4

Rorc

BC016495
Decr2

Afmid

Lpin2
9530051K01Rik
Per2

Txnip

G0s2

Slc46a3
Marveldl

TC/SC.fc
4.20
4.04
3.22
2.92
2.64
2.58
2.52
2.46
2.44
2.37
2.35
2.29
2.23
2.22
2.20
2.19
2.16
2.16
2.16
2.14
2.13
211
2.09
2.04
2.02
2.02
2.00
-4.69
-4.37
-3.74
-3.16
-3.00
-2.74
-2.72
-2.66
-2.65
-2.58
-2.52
-2.50
-2.48
-2.47
-2.44
-2.43
-2.43
-2.38
-2.36
-2.32
-2.23
-2.20
-2.18
-2.17
-2.17
-2.15
-2.14
-2.14
-2.12
-2.12
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UNIQUE
Chi3ll

Slpi

Lbp

Orml
Gadd45¢g
G6pdx
Krt8

Atf4

Myh9
LOC100047935
Hspa8
Aldoa

Cfb

Napsa
Hsp90abl
LOC632022
Mtl
Slc13a3
Mettl7b
Pramel4
Cish
Arhgap30
Top2a
Apoa4
LOC271505
Prickle3
Lrgl

Itgb5

Plk1

Siat7b
Cml2

Igh-6

Mad

Vim

Lmanl
Lrmp
Serpina3g
C4bp
LOC100048508
LOC100041864
1100001G20Rik
lap

Fes
Ppp1rl0
LOC277856
mt-Co2
Lgalsl
Gnai2

Sqle

Lstl

Gjb2

Cpt2
H2-D1
LOC214403
Cls
EG625054
Slc25a25

TH/SH.fc
6.83
4.19
3.78
3.46
2.65
2.64
2.64
2.58
2.57
2.54
2.49
243
2859
2.36
2.36
2.36
2.36
2.34
2855
2.29
2.29
2.26
2.26
2.25
2.25
2.25
2.25
2.24
2.24
2.24
2.23
2.22
2.21
2.21
2.20
2.20
2.20
2.19
2.19
2.19
2.19
2.18
2.18
2.18
2.17
2.17
2.17
2.16
2.16
2.16
2.16
2.15
2.15
2.15
2.15
2.14
2.14



58
59
60
61
62
63
64
65
66
67
68
69
70
71
72
73
74
75
76
77
78
79
80
81
82
83
84
85
86
87
88
89
90
91
92
93
94
95
96
97
98
99
100
101
102
103
104
105
106
107
108

109
110
111
112
113
114

Eard

Ear6
EG433016
EG629595
EG640530
Egfr

Ela2

Emb
Emilin2

58
59
60
61
62
63
64
65
66
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F13al
Fcgr3
Fcnb

Fgll

Far
Fndc3b
Fpr2
Fxyd5
Glipr2
Gp49a
H2-Q8
Hbb-b1
Hdc
Hist1lh2ad
Histlh2af
Hist1lh2ah
Hist1h2ai
Histlh2an
Histlh2ao
Hist2h2ac
Hk3
Hmgn2
Hpx
Hs3st3b1
Ifi27
Ifitm1
Ifitm6
I11b

118rb

Inmt
Iggapl
Itih3

Itih4
Kcnab2
Kif23
Klral?7
Kngl
Krt23
Laptm5
Lbr

Len2

Lgals3

LOC100039346
LOC100039751
LOC100042405
LOC100043527
LOC100044218

68
69
70
71
72
73
74
75

Coqgl0b -2.11
Acaalb -2.11
Per2 -2.10
Pcsk4 -2.09
LOC227393 -2.08
LOC100047579 -2.07
Cyp2g1l -2.07
9630058J23Rik -2.06
Por -2.06
Rusc2 -2.06
Rorc -2.05
Acsm3 -2.05
Hsd17b11 -2.03
Mme -2.01
Serpina6 -2.01
2310036D04Rik -2.01
Dclk3 -2.00
Nrg4 -2.00

58
59
60
61
62
63
64
65
66
67
68
69
70
71
72
73
74
75
76
77
78
79
80
81
82
83
84
85
86
87
88
89
90
91
92
93
94
95
96
97
98
99
100
101
102
103
104
105
106
107

Pira4

Sri

Traml
Tpmt
LOC380692
Adpgk
LOC329076
Eeflb2
LOC665281
LOC270037
LOC632667
Scdmol
Ddost
Serpinala
Igk-C

Fnl

Cyba
Rpl18a
H2-Q5
Diol
E430033B07Rik
Ganab

Hp

Ywhag
Mcm5
Scotin
Rpl39

Mcl1l
Camk2nl
Pstpipl
Olfm4
Slc27a5
Asns
Tagln2
EG237361
Cdkn3

Vcl

Idb2
Hamp?2
1500017E21Rik
Bcl6
Cyp2c44
Decrl
Ccdc65
Ddah1l
Elal

Gstt3
Wdrl3
Sucnrl
D930024N12Rik

2.13
212
2.12
212
2.12
211
2.10
2.09
2.09
2.09
2.08
2.08
2.08
2.08
2.07
2.07
2.06
2.06
2.06
2.06
2.05
2.04
2.04
2.04
2.03
2.03
2.02
2.02
2.02
2.02
2.02
2.01
2.01
2.01
2.01
2.00
2.00
-2.58
-2.48
-2.35
-2.18
-2.09
-2.05
-2.05
-2.04
-2.03
-2.03
-2.02
-2.01
-2.00



115
116
117
118
119
120
121
122
123
124
125
126
127
128
129
130
131
132
133
134
135
136
137
138
139
140
141
142
143
144
145
146
147
148
149
150
151
152
153
154
155
156
157

LOC100044439
LOC100045280
LOC100045668
LOC100045680
LOC100047827
LOC218617
LOC225134
LOC230253
LOC231368
LOC268700
LOC381561
LOC433476
LOC635470
LOC665235
LOC666559
LOC668038
LOC671641
Lrtm1

Ltb4rl

Ltf

Ly6cl

Lyz

Lyz2

Lyzs

Mgst2

Mki67

Mmp9

Mpo

Mrgpra2
Ms4a3

Mug?

Mustnl

Myolf

Ncf4

Ndrg2
Ndufb10

Nfe2

Ngp

Nme7

Orm2
OTTMUSG00000000971
Pfkfb4

Pgd



158
159
160
161
162
163
164
165
166
167
168
169
170
171
172
173
174
175
176
177
178
179
180
181
182
183
184
185
186
187
188
189
190
191
192
193
194
195
196
197
198
199
200

Pglyrpl
Pilra
Pkm?2
Plac8
Ppbp
Ppib
Prcl
Prdx5
Prg2
Prokl
Prok2
Prss34
Prtn3
Ptpre
Rac2
Rbpl
Resdl
Retnlg
Retsat
Rgsl6
S100al1
S100a6
S100a8
S100a9
Saal
Saad
Sell
Selplg
Serpinalc
Sh3bgrl3
Sirpa
Skap2
Sla
Slc2a3
Slc35b1
Slfnl
Socs3
Sorll
Sortl
Stat3
Stfal
Stfa2
Sultlc2



201
202
203
204
205
206
207

Tgfbi
Tkl
Tpil
Trem3
Tyrobp
Uhrfl
Vidir



Common Unique Lung Gene List

Lung

No

VION No
1 ### 1
2 20Rik 2
324Rik 3
4)2Rik 4
510Rik 5
6 24Rik 6
7 18Rik 7
817Rik 8
917Rik 9
10)1Rik 10
11 7Rik 11
12 7Rik 12
13 3Rik 13
14)M24 14
15 8Rik 15
16 8Rik 16
17 J8Rik 17
1811Rik 18
1913Rik 19
20 4Rik 20
21)1Rik 21
22 ORik 22
23 4Rik 23
24 )8Rik 24
25 ORik 25
2617197 26
274611 27
28 \btb1 28
29 Acpp 29
3031am8 30
31jora3 31
32dpgk 32
3317606 33
34 Akna 34
35lhlal 35
36/h6al 36
37 Alox5 37
38x5ap 38
39 nical 39
40 npd3 40
41«d22 41
42 «d46 42
43\nxal 43
445blip 44
45 poa2 45
46>b48r 46
47 becl 47
48 Arg2 48
49 ap25 49
50 ap30 50
51 gap4 51
52 gap9 52
531gdib 53
54 rid3a
55Arl11
56 pclb
57 \rpc5

INIQU
Olfm:
Stk17
Taldc
Cfp
Spate
Dok2
4833¢
Ccl4
Tkzf1
Cnr2
Sh3b
#H##
1110(
1500(
LOC1
E430(
Prei4
Armc
5430«
Insl3
Skap:
Rbm:
Casp:
Rabl.
Stxbg
Pnple
4732
B230:
LOC1
3110(
Spon
LOC1
Mup]
Cyp2:
###
Slcol
Cyp2|
Cpsl
Cyp2.
Cyp2
Apoa
Cyp2|
Apoa
Per2
Perl
Cyp2:
Matl
Azgp
Serpil
Cyp2.
Cpsl
Cyp2.
Ctgf

C/NC.fc

13.63
3.00
2.65
2.52
2.46
2.24
2.24
2.22
2.20
2.20
2.18
212
211
211
2.10
2.09
2.08
2.08
2.07
2.06
2.05
2.05
2.05
2.04
2.03
2.02
2.01
2.01
2.01
2.01
2.01
2.00
-3.46
-3.01
-2.98
-2.95
-2.49
-2.47
-2.30
-2.26
-2.25
-2.22
-2.22
-2.20
-2.18
-2.17
-2.15
-2.14
-2.14
-2.11
-2.10
-2.04
-2.02

No JNIQUI
Mela
Tns4

Timpl
Prcl
Pbk
Anln
Orml

Lgalsl
9 Cdc2a

1043025

11 Mcm10

12 Kif2c

13 Cdc20

14 Uhrfl

15 Ccnbl

16 Spag5

17 Cenpa

18 Agpat9

19 t1h2ag

20 Raetlb

21 Mtusl

22047619

23540739

24 Plaur

25 Tirap

26 Bublb

27 Ethel

28 Mcmb5

29384136

30 Tfdpl

31 A20Rik

32576974

3323453

34  Pifl

35 Twf2

36 Cdca2

37 Plp2

38 Trim21

39 Mcm6

4042427

41  Zyx

42 Irak4d

43 Sap30

44  Capg

45’lekhg3

46385870

47 Kctd20

48 Fosl2

49037034

50 H2-Q1

51 Nppa

52 Hamp2

53 4spala

54 1bb-b1

55 Ahsg

56 Ednrb

57 272683

coNo U A WN

CH/NH.fc
6.62
3.22
2.79
2.76
2.75
2.74
2.64
2.60
2.59
2.52
2.43
2.40
2.33
2.33
2.32
2.28
2.27
2.26
2.25
2.24
2.20
217
2.16
2.14
2.14
2.14
2.13
2.13
2.12
2.10
2.09
2.09
2.09
2.09
2.09
2.08
2.08
2.07
2.07
2.05
2.04
2.04
2.04
2.03
2.03
2.03
2.02
2.02
2.01
2.00

-3.67
-3.42
-3.05
—2.82
—2.63
—2.62
—2.59



58Arrb2
59 Arsg
60sprvl
61 p2a2
62 p8b4
63 \urka
64 J3Rik
651044
663712
671537
687047
6910530
70 Bcl3
71Bclp2
72 Bid
73 Birc5
743mp6
75 Bmx
76 Btk
77 J1Rik
78 18Rik
79 10Rik
80 9Rik
8111Rik
82 ~amp
83 asp4
84 Ccl9
85.cnd3
86 Cd14
87 d177
881300a
89 300If
90 Cd33
91 Cd37
92 Cd44
93 Cd52
94 Cd84
9512sel
96 .dca3
97 .dca8
98 kn2d
99 dkn3
100 ebpe
101 lelsr3
102 Cfp
103:c4al
104 lecad
105 lecde
106 lec5a
107 sf12
108 csf9
109 CIn3
110 -mah
111 kbr2
112 ntm?7
113»yrola
114 Cotll
115 pne2
116 sf2ra
117 sf2rb

58 (Cgn
59 Dst
60 Seppl
61 Dnajb9
62 —Atp6
63slc34a2
64 Reg3g
65042773
66 'BO5Rik
67 Hadhb
68 t—Co?2
69 Hspa8
70 Lmo7
71 A_ND2
72°pap2a
73574004
74 1dh2
75 Cxcl4
76 Nkx2-1
77  Pls3
78 Lyzl
79°grmcl
80 CO3Rik
81 Dcn
82 Ryr2
83 Alcam
84 Npr3
8548480
8623240
87 Rin2
88 Tspan8
89 CO7Rik
90 Cdcl5
91 Bcas2
92 Gpmé6a
93 Plunc
94 Iscal
95 Palld
96 Pon3
972 ATP8
98 Kiflb
99 Etfa
100 Rpl18a
101 nem77
102 Myh6é
103 Tceall
104 Ogn
105 Sox17
106 Rarres2
107203331
108 Npcl
109 Npc2
110 Myl7
111105Rik
112 Mat2a
113 Wnt2
114 Tubala
115 Mdfic
116 Tancl
117 Adam9

—2.51
—2.50
—2.43
—2.39
-2.39
—2.39
—2.36
—2.36
—2.34
—2.34
—2.33
—2.33
—2.32
—2.30
-2.29
—2.29
-2.29
—2.29
-2.29
—2.28
—2.28
—2.28
—2.28
—2.27
—2.24
—2.23
—2.23
—2.21
-2.20
—2.20
-2.20
—2.20
-2.19
217
-2.16
—2.15
-2.15
—2.15
-2.14
—2.13
-2.12
—2.12
-2.11
—-2.10
-2.10
—2.09
—2.08
—2.08
—2.08
—2.08
-2.07
—2.06
—2.06
—2.06
—2.05
—2.05
—2.04
—2.04
—2.03
—2.03



118 Csf3r
119 Ctse
120 Ctsg
121 Cyba
122)2c37
123)2c50
124 ,4a14
125,418
126 “yth4
127 J4Rik
128 Def6
129 ind1c
130 .dclb
131'na5h
132Dgkg
133 Dok3
134 ynlt3
13513Rik
136 23Rik
137 12Rik
138 16Rik
139 Ear6
140 Ebi3
141 Ecel
1423196
1433016
144 ebpl
145 Ela2
146 nilin2
147 Enol
1483795
1493338
150 Evi2a
151 Evl
152 Expi
153'13al
154 F2rl2
155 F5
156 J3Rik
157 cerla
158:gr2b
159 =cgr3
160 =cgrd
161 Fcnb
162:rmt3
163 Fes
164 Ffar2
165 Fgr
166 Flot2
167 mnll
168 Fpr2
169 *xyd5
170 Fyb
171 6pdx
172 d45a
173 apdh
174 arnl4
175 Gca
176 5¢ntl
177 3¢nt2

118 Fcrla
119532230
120 Acadsb
121 Oxrl
122 Polr2g
123 Kiflc

—2.02
—2.02
—2.01
—2.01
—2.01
—2.00



178 dpd3
1795liprl
1805lipr2
181 Glrx
182 1885
183 962
184 5mfg
185 Gmip
186 Gng2
187 p49a
188:pr84
189ipr97
190 osm3
191 Grina
192 5rm6
193 1amp
194 Hcls1
195 Hcst
196 Hdc
197 h2ad
198 Lh2af
199 h2ah
200 1h2ai
201 h2ak
202 h2an
203 h2ao
204’h2ac
205 Hk3
206 ngb2
207 nhal
208 )2Rik
209 fitm1
210 fitm2
211 fitm6
212 ysf10
21313ral
214 117ra
215 L8rap
216 1l1b
217 111r2
218 Ii1rn
219 Il8ra
220 1I8rb
221 nhba
222 Irgl
223 Itgal
224 tgam
225 tgb2|
226 Itprip
227 Junb
228 Kif22
229 Kif23
2301ral7
231 Krt86
232 Len2
233 Lepl
234 Lcp2
235 Lhfp
236 Lhx1
237 ilrb4



238 Litaf
239 nnbl
2401137
2411681
2422405
2434218
244 4439
245 4576
246 5877
247 5967
248 6232
249 6578
2507827
251 .8461
252 8617
253!3653
2541152
2551232
2561420
25711957
2581146
2595143
2607008
261 ocat2
262 Lrgl
263 Lrmp
264 rrc33
265 Lstl
266 Ltb
267 th4rl
268  Ltf
269 Mad
2701pk13
271 Mefv
272 1ettl9
273 1gam
274 Nki67
275 np25
276 'mp9
277 locos
278 ov10
279 Mpo
280 /pzI3
281 ypra2
282 pra7
283 1s4a3
284 4aébd
285\D4L
286 Viup2
287 Aup3
288 Vixd1
289 yd88
290 1yolf
291 Nab1
292 Ncfl
293 Ncf2
294 Ncf4
295 kap1l
296 faml
297 Nfe2



298 fkbid
299 Ngp
300 Irp12
301 Nirx1
302 Ime7
303)aslg
304 Oas2
305 Oas3
306 Dasl1
307)gfrll
308)lfm4
309 'mi2b
310 Osm
311)971
312 vgpl
313 2ry13
314 °adi4
315°%arvg
316 olce2
317 delb
318'de2a
319 'dzd3
320 fkfb4
321 Pgd
3223lyrp
323 lyrpl
324 phol
325 Pil6
326ik3cd
327ik3cg
328 Pilra
3297ilrb1
330 Piral
331'irall
332 Pira2
333 Pira3
334 Pira4d
335°%m2
336 Plac8
337 Plcg2
338 Plcl2
339 kho2
340 Plk1
341 Pnkp
342)51r3b
343 raml
344 >rdx5
345 Prg2
346 Prg3
347 >rkcb
348°rok2
349 Prrl3
350rss34
351 Prtn3
352 tpipl
353tges3
354 5lad2
355°tpn6
356 Pyql
357 b27a



358 ab32
359 Rac2
360 assf5
361 dh12
362 etnlg
363 Rhog
364 obol
36514 .1
366Rufy4
367 .00a8
368 .00a9
369 Saa3
370 nhd1
371 msnl
372 bno2
373 b3al
3745crgl
375 Sell
376 Selp
377 Selpl
378 elplg
379 nada
380 nabb
381,epx1
382 nbla
383 Sfpil
384 5fxn5
385 kbpl
386 irpbl
387 Sla
388:11al
389:15a3
390'5a45
391:27a2
392:28a2
393 Ic2al
394 Ic2a3
395 Ic2a6
396 40al
397 Slfnl
398 SIfn2
399 Smox
400,nx20
401 50at2
402 50cs3
403 Sorll
404 Stfal
405 Stfa2
406 k17b
407 aldol
408)c1d2
409 Tgfbi
410Tgm1
411 Thbd
412 iam2
413 Tirl
414 TIr13
415 TiIr2
416 TIr6
417 n154



418 2m40
419 faip2
4201ip8I2
421 fsf14
422 op2a
423 pd52
424 reml
425 rem3
426 Tspo
427 robp
428tla7c
429 )gt8a
4301c119
431 Jppl
432 Vavl
433 Was
434 Vins2
435 hl2d
43611at



TC/SC TH/SH COMMON UNIQUE
LIVER [UP 208 280 94
DOWN 63 34 13
TOTAL 272 314 207 107
LUNG [UP 432 456 50
DOWN 42 103 73
TOTAL 474 559 436 123
TC/SC TH/SH COMMON UNIQUE
LIVER 272 (2097, 634) 314 (2801, 34!) 207 107 (941, 134)
LUNG 474 (4321, 424) 559 (4561, 1034) 436 123 (501, 73)

Representative Top 10 Genes of Unique

Up-regulated

Down-regulated

LIVER Chi3ll, Slpi, Lbp, Orm1, Lbr, Gadd45g, G6pdx, Krt8, Atf4, Myhg
LUNG Mela, Tns4, Timp1, Prcl, Pbk, Anln, Orm1, Lgalsl, Cdc2a, Mcm10

Idb2, Hamp2, Bcl6, Cyp2c44, Decrl, Ccdc65, Ddahl, Elal, Gstt3, Wdrl3
Nppa. Hamp2, Hspala, Hbb-bl, Ahsg, Ednrb, Cgn, Dst, Seppl, Dnajbs




